Abrams, Adolph, 363 

Acker, Georg, 602 

Adhya, Sankar L., 875, 931 
Adler, Howard L., 326 

Aguilar, Juan, 181 

Aiba, Shuichi, 776 

Ames, Giovanna Ferro-Luzzi, 401 
Andersen, B. J., 949 

Ardeshir, Feroza, 401 


Baddiley, James, 698 
Bakker, Evert P., 820 
Baldwin, Jack N., 176 
Bankaitis, Vytas A., 500 
Barbour, Michael G., 844 
Barnes, Wayne M., 124 
Baumann, Paul, 36 
Baylor, Norman, 691 
Bayly, Ronald C., 844 
Beher, M. G., 972 
Behlau, Irmgard, 827 
Berka, Randy M., 675 
Bernlohr, Robert W., 589 
Bergquist, P. L., 888 
Blaschek, Hans P., 262 
Blazey, D. L., 452 
Blundell, J. Keith, 633 
Bock, August, 282 
Borie, Rebecca P., 57 
Boronat, Albert, 181 
Bove, Joseph M., 642 
Bowen, A. R. St. G., 110 
Bradley, S. G., 217 
Brambl, Robert, 757 
Brandsma, Jourica A., 682 
Branes, Lucia V., 986 
Braun, Volkmar, 135 
Brennan, Patrick J., 728 
Brown, Lyle R., 752 
Brown, Paul R., 193 
Buckley, J. T., 1077 
Burns, R. O., 452 
Burris, Robert H., 492 
Buvinger, Wilson E., 62 
Byng, Graham S., 526 


Cabacungan, Erlinda, 75 
Cabane, K., 622 

Calvo, Joseph M., 797 
Caputo, G., 931 
Carrasco, Alicia, 326 
Castenholz, Richard W., 140, 236 
Caughey, P. A., 888 
Chang, Ming Tu, 1049 
Chapman, Peter J., 477 
Chassy, Bruce M., 543 
Chiafari, Francis A., 1 


AUTHOR INDEX 
VOLUME 147 


Ciferri, Orio, 1002 

Clark, Abbot F., 920 
Clerc, Maithé, 642 

Cohn, Murray S., 702 
Cooksey, Keith E., 9 
Crow, Weldon, 326 

Cuhel, Russell L., 340, 350 


Dagley, Stanley, 471, 477 
Daldal, Fevzi, 935 

DeBusk, A. Gib, 944 
DeBusk, Ruth Mason, 944 
Deeley, Michael C., 787 
DeFelice, Maurilio, 797 
DeFranco, Anthony L., 390 
Delcuve, Genevieve, 997 
Dennis, Patrick P., 25, 997 
Depew, Richard E., 679 
DiBartolomeis, Michael J., 1032 
Dodson, Lori A., 720 
Donnelly, Mark i., 471, 477 
Donohue, Timothy J., 589 
Dowhan, William, 525, 552 
Downard, R. A., 888 
Dreiseikelmann, Brigitte, 259 
Dresser, Michael, 612 
Dubnau, E., 622 

Durham, Don R., 836 
Dutt, Anuradha, 535 


Ebbers, Jiirgen, 736 
Ehmann, Claudia, 418 
Eichenlaub, Rudolf, 736 
Ellen, Richard P., 1095 
Enquist, Lynn, 255 
Ensor, Mark, 691 
Epstein, Wolfgang, 1117 


Fiil, Niels P., 25 
Fitzgerald, John W., 69 
Fleet, Graham H_, 1085 
Fock, Riidiger, 563 
Fowler, Audree V., 694 
Fraenkel, Dan G., 935 
Friedberg, Errol C., 705 
Friedrich, Barbel, 198 
Froehlich, Barbara, 1117 
Fukui, Saburo, 954 
Fuller, R. C., 1021, 1032 


Gardner, R. C., 888 
Garnier, Monique, 642 
George, James R., 69 
Gherna, Robert L., 526 
Giffhorn, Friedrich, 463 
Gill, James S., 326 


Goldfine, Howard, 57 
Goldman, Daniel J., 267 
Goldman, Robert C., 1040 
Golub, Efim L, 679 

Gos, Zofia, 305, 313 
Gottesman, Max E., 875 
Granett, Sandra, 289 
Gray, Gregory L., 275, 675 
Green, Louis, 925 
Greenberg, Elaine, 711 
Greenberg, Joseph, 176 
Greene, Ronald C., 612 
Grove, D. A., 1095 
Gunge, Norio, 155 


Hafner, Edmund W., 702 
Haldenwang, Wiiliam G., 432 
Hall, Michael N., 255 
Hancock, Ian C., 698 
Hanlon, Geoffrey W., 427 
Hashimoto, Hajime, 578 
Haury, John F., 227 

Heath, H. E., 62 
Heuzenroeder, Michael W., 1113 
Higgins, Christopher F., 401 
Himeno, Michio, 1105 
Hirota, Yukinori, 1105 
Hochman, Ayala, 492 
Hodges, Norman A., 427 
Hogg, Robert W., 920 
Hogrefe, Christine, 198 
Hong, Jen-shiang, 805 
Housley, Paul R., 13 
Hulanicka, Danuta, 744 
Hunter, Shirley W., 728 
Huynh, Thanh V., 432 


lino, Tetsuo, 1008 

Ike, Yasuyoshi, 578 
Imanaka, Tadayuki, 776 
Inselburg, Joseph, 962 
Ishiguro, E. E., 1077 
Isobe, Naohiko, 954 


Jagura-Burdzy, Grazyna, 744 
Jahn, Gerhard, 563 

Jannasch, Holger W., 340, 350 
Jensen, Charlotte, 363 
Jensen, R. A., 526 

Johnson, James R., 612 
Jones, David T., 685 
Jorgensen, Richard A., 297 


Kahane, L., 271, 653 
Kamihara, Teijiro, 954 
Kaplan, Samuel, 354 


iit 

i 


ii AUTHOR INDEX 


Kaulfers, Paul-Michael, 563 
Kawamukai, Makoto, 1105 
Kay, W. W., 1077 

Kay, William W., 986 
Kelly, W. J., 1110 

Kessel, M., 653 

Kim, Rosalind, 452 

Kline, Ellis L., 500 

Knapp, Werner, 602 
Komano, Tohru, 1105 
Konijn, Theo M., 170 
Koshland, O. E., Jr., 390 
Krauel, Andrea, 135 
Krueger, Judy Heilig, 612 
Kuemmerle, Nancy, 333 
Kuhn, Anita, 463 

Kuriki, Yoshitaka, 1121 


Lane, H. E. D., 888 
Laufs, Rainer, 563 
Leavitt, Andrew D., 13 
Leimgruber, Richard M., 363 
Leong, Sally A., 482 
Lerner, Stephen A., 320 
Ley, Ronald, 333 
Lindsay, James A., 670 
Little, Robert, 25 
Losick, Richard, 432, 443 
Love, Jack D., 705 
Lovett, Paul S., 1 
Lugtenberg, Ben, 118 


Macchia, V., 931 

Maciejko, Dorota, 206 
Macnab, Robert M., 1054 
Mandato, E., 931 
Mandecki, Wlodzimierz, 694 
Mangerich, Werner E., 820 
Marciano-Cabral, F., 217 
Markovitz, Alvin, 46 
Marrero, Robert, 1 
Marshall, John H., 900, 914 
Martin, Juan A., 97 
Martinez-Salas, Encarnacion, 97 
Masker, Warren, 333 
Masker, Warren E., 720 
Masters, Paul S., 805 
Masuda, Norio, 1095 
Matsubara, Kenichi, 509 
Mayberry, William R., 373 
Mayer, Hubert, 602 
McCaul, Thomas F., 1063 
Merril, Carl R., 875 
Mikowski, Edmund J., 57 
Miller, Charles G., 925 
Mitsuhashi, Susumu, 578 
Mizushima, Shoji, 660 
Monette, J. P. L., 1077 
Montelone, Beth A., 517 
Muhlrad, A., 271, 653 
Murrell, W. G., 670 


Nakamoto, Yumiko, 1105 


Nakamura, Ichiro, 954 
Nakamura, Norihisa, 954 
Neilands, J. B., 482 

Nelson, David R., 269, 869 
Nelson, Douglas C., 140, 236 
Nogami, Takako, 660 


Odom, J. M., 161 
Ogilvie-Villa, Susan, 944 
Oguchi, Tomoko, 1008 
Ohta, Akinori, 552 

Oliver, Judith, 1110 
Ollington, James F., 432, 443 
Ordal, George W., 267 


Park, James T., 354 
Pastan, Ira, 931 
Patterson, M., 217 

Paul, John H., 9 

Peck, H. D., Jr., 161 
Peleg, I., 271, 653 
Pemberton, J. M., 110 
Perkins, Harold R., 633 
Perlin, Michael H., 320 
Phipps, B. M., 1077 
Piechowska, Miroslawa, 206 
Pieringer, Ronald A., 75 
Pirt, S. John, 248 
Piwnicka, Magdalena, 206 
Postma, P. W., 382 
Prakash, Louise, 517 
Prakash, Satya, 517 
Preiss, Jack, 101, 711 
Price, Virginia L., 752 
Pugsley, Anthony P., 186 


Radford, A. J., 1110 
Radominska-Pyrek, Anna, 552 
Ramakrishna, N., 622 

Raper, Kenneth B., 1049 
Reanney, D. C., 1110 

Reeves, Peter, 1113 

Reichelt, Bonni Yee, 1085 
Reusch, Rosetta N., 80 
Reynolds, Richard J., 705 
Reznikoff, William S., 297 
Riccardi, Giovanna, 1002 
Riess, Friedrich-Christian, 563 
Rittenberg, Sydney C., 860, 869 
Robertson, J. A., 271 
Robinson, I. M., 271 

Rocino, A., 931 

Rose, Christine S., 248 
Rosenbusch, Jiirg P., 186 
Rowsome, Wally, 569 


Sadoff, H. L., 80, 91 
Sakaguchi, Kenji, 155 
Sakai, Hiroshi, 1105 
Schaller, Klaus, 135 
Schlegel, H. G., 198 
Schmid, Gerhard, 282 
Schmitt, Riidiger, 851 


J. BACTERIOL. 


Schnaitman, C. A., 972 
Schoemaker, Joyce M., 46 
Schram, Sylvia, 851 
Schukin, N. N., 1015 

Shales. Stuart W., 851 
Shanapruch, William G., 827 
Shepherd, William D., 354 
Shuman, Henry, 670 

Silber, Philip, 57 

Silhavy, Thomas J., 255 
Slade, Heide J. K., 685 
Smith, 622 

Solberg, Myron, 262 
Somers, Jackie, M., 986 
Somlyo, Andrew P., 670 
Somlyo, Avril V., 670 

Sora, Silvio, 1002 

Spiller, Hart, 227 

Sprague, Sallie G., 1021, 1032 
Squires, Charles H., 797 
Stade, Susan, 757 

Staehelin, L. Andrew, 1021, 1032 
Stewart, Murray, 670 

Stone, Lucie C., 62 

Su, Chung-Jey, 80, 91 
Sutherland, B. M., 949 


Tabor, Celia White, 702 
Tabor, Herbert, 702 
Tanabe, Hiroyuki, 1105 
Tanaka, Toshiaki, 776 
Tata, Renee, 193 
Taylor, Craig D., 340, 350 
Taylor, Ronald K., 255 
Thompson, John, 543 
Tipper, Donald J., 1040 
Tommassen, Jan, 118 
Torti, Suzy, 768 
Trucksis, Michele, 679 
Trust, T. J., 1077 

Tsao, Jonathan, 569 
Tsuda, Masataka, 1008 
Tsunekawa, Hiroshi, 776 
Tsutsui, Hiroshi, 509 
Turner, Mary A., 410 
Tynecka, Zofia, 305, 313 


Utsumi, Ryutaro, 1105 


van de Putte, Pieter, 682 

Van Der Meer, Rob C., 170 
Van Haastert, Peter J. M., 170 
van Sluis, Cees A., 682 

Vasil, Michael L., 275, 675 
Vicente, Miguel, 97 

Villarejo, Merna, 289 
Visentin, Louis P., 569 


Wackernagel, Wilfried, 259 
Waggoner, Karen, 552 
Walker, Graham C., 827 
Wartenberg, Klaus, 602 
Watson, Robert, 569 


1 
TH 


VoL. 147, 1981 


Webb, Robert B., 410 
Welch, Rod A., 836 
Wessler, Susan R., 797 
Whitaker, Robert J., 526 
Whitfield, Harvey J., 13 
Wiebauer, Karin, 851 
Williams, Arthur L., 691 
Williams, Jim C., 1063 


Wilmoth, Gregory J., 900, 914 


Wiseman, Gordon, 698 


Wolf, Dieter H., 418 
W-odley, Charles L., 176 
Woods, David R., 685 
Woodworth, T. W., 217 
Woolkalis, Marilyn J., 36 
Wray, Lewis V., Jr., 297 


Yamada, Hisarni, 660 
Yamagata, Shuzo, 688 
Yanofsky, Charles, 787 


AUTHOR INDEX __ iii 


Yasbin, R. E., 949 
Yung, Sau-Gee, 101 


Zabel, Donna J., 679 
Zabin, Irving, 694 

Zajac, Jozef, 305, 313 
Zaritsky, Arieh, 1054 
Zimmermann, Thomas, 463 
Zuniga, Martha C., 836 
Zusman, David R., 768 


’ 
‘ 
) 
. 


SUBJECT INDEX 
VOLUME 147 


Acetate kinase 
mycoplasmas, 271 
O-Acetylation 
N. gonorrhoeae peptidoglycan synthesis, 633 
Acetylene reduction 
C. vinosum, 492 
oxygen effects, 492 
R. capsulata, 492 
R. rubrum, 492 
O-Acetylserine sulfhydrylase 
S. cerevisiae, 688 
serine sulfhydrylase, 688 
Acholeplasma laidlawii 
helical structure, 653 
Acholeplasma spp. 
acetate kinase, 271 
Actinomyces viscosus 
fibrils, 1095 
Adenosine diphosphate glucose pyrophosphorylases 
glycogen synthesis, 711 
Rhodospirillum spp., 711 
Adenosine diphosphate glucose synthetase 
glycogen synthesis, 101 
R. tenue, 101 
Adenosine 3’,5’-phosphate 
cell division, 1105 
E. coli, 1105 
Adenosine 3’,5’-phosphate receptor 
D. discoideum, 170 
phosphodiesterase activity, 170 
Adenosine triphosphatase 
S. typhimurium rho mutant, 13 
Adenosine triphosphatase complex 
N,N’-dicyclohexylcarbodiimide resistance, 363 
S. faecalis, 363 
Adenylate cyclase mutants 
E. coli, 931 
guanylate cyclase activity, 931 
Aeromonas salmonicida 
surface protein, 1077 
agg mutants 
M. xanthus, 768 
Aggregation 
M. xanthus mutants, 768 
Agrobacterium tumefaciens 
iron assimilation, 482 
virulence in crown gall disease, 482 
Alcaligenes eutrophus 
hydrogen-oxidizing ability 
strains, 198 
Alkaline phosphatase 
Vibrio spp. (marine), 36 
Alteromonas luteo-violaceus 
sulfate transplant, 340, 350 
Amikacin 3’-phosphotransferase 
E. coli, 320 
Amino acid production 
S. platensis mutants, 1002 


transferred between 


2-Aminoisobutyric acid transport 
amino acid permease-specific substrate, 944 
N. crassa, 944 
Anabaena variabilis 
fructose uptake, 227 
growth, 227 
nitrogen fixation, 227 
Anaeroplasma sp. 
glucose conversion to fatty acids and methane, 248 
Anaeroplasma spp. 
acetate kinase, 271 
Arabinose transport 
araF, 920 
E. coli, 920 
araF 
E. coli, 920 
Archaebacteria 
ribosomal proteins, 282 
Arthrobacter sp. strain TMP 
3-ketoglutaric acid degradation, 477 
3,4,5-trimethoxyphenylacetic acid degradation, 477 
Arylamine 
arylsulfatase activity, 69 
Arylsulfatase activity 
Pseudomonas sp. strain C,2 B, 69 
stimulation by arylamines, 69 
substrate activation, 69 
L-Asparaginase regulation 
Chlamydomonas sp., 9 
nitrogen, 9 
Azotobacter vinelandii 
cysts 
unique lipids, 80, 91 


Bacillus coaguians 
spores, microanalysis of, 670 
Bacillus licheniformis 
bacitracin, 427 
synthetase, 589 
growth on poorly utilized carbon and nitrogen 
sources, 427 
penicillinase genes 
cloning, 776 
expression in E. coli, B. subtilis, and B. licheni- 
formis, 776 
protease production, 427 
sporulation, 427 
Bacillus spp. 
cytidine diphosphate-diacylglycerol-dependent 
phosphatidylserine synthase, 535 
Bacillus subtilis 
B. licheniformis penicillinase genes, 776 
cations, lipophilic, 1054 
chemotaxis, 267 
DNA, single-stranded fraction, 206 
DNA methylation, 259 
DNA repair, 949 
enzyme therapy, 949 


\ j 
‘ 
iv 


VoL. 147, 1981 


guanosine polyphosphates, 752 

0.3 kb gene, 443 

Linkage lipid intermediate, 698 
motility, 1054 

protoplasts and DNA repair, 949 
ribosomal proteins, 282 

spore coat protein, precursor to, 1040 
spore formation, 432, 443 
sporulation, 1040 

sporulation gene, cloning of, 622 


teichoic acid joined to peptidoglycan, 698 


transcription, 432 
Bacitracin 

B. licheniformis, 427 

sporulation, 427 
Bacteriochlorophyll synthesis 

C. aurantiacus, 1021 

induction, 1021 
Bacteriophage deoxyribonucleic acid 

repair in B. subtilis, 949 
Bacteriophage lambda 


arrangement of receptor protein in E. coli cell sur- 


face, 660 


insertion in ilv gene cluster of E. coli, 691 


Bacteriophage lambda, transducing 


carrying bacterial DNA from the metBJLF region 


of E. coli, 612 

Bacteriophage SP02 particles 

plasmid pPL1010, transduction of, 1 
Bacteriophage T7 

DNA reactivation by E. coli, 720 
Bacteroides fragilis 

liquid holding recovery, 685 

oxygen radicals, 685 

peroxide, 685 

UV irradiation, 685 
Bdellovibrio bacteriovorus 

lipid A, 860, 869 

lipopolysaccharide, 860 
Beggiatoa sp. 

organic nutrition, 236 

sulfur compounds, use of, 140 


Cadmium transplant 

S. aureus resistance plasmid, 305 
Calcium efflux 

S. aureus resistance determinant, 313 
Carbohydrate transport 

E. coli, 289 

procaine inhibition, 289 
Carboxypeptidase S 

S. cerevisiae mutant, 418 
Carboxypeptidase Y 

S. cerevisiae mutant, 418 
Carotenoids 

S. aureus, 900, 914 

triterpenoid, 900, 914 
Caseinase activity 

C. perfringens, 262 

plasmids pHB101 and pHB102, 262 
Cations, lipophilic 

B. subtilis, 1054 
Cell age 
density, 97 


E. coli, 97 
growth rate, 97 
Cell division 
cAMP, 1105 
E. coli, 1105 
che 
S. typhimurium, 390 
Chemotaxis 
adaptation and deadaptation, 267 
B. subtilis, 267 
cloning of genes, 390 
S. typhimurium, 390 
Chlamydomonas sp. 
L-asparaginase regulation, 9 
nitrogen, 9 
Chloroflexus aurantiacus 


bacteriochlorophyll synthesis, induction of, 1021 


chlorosomes, 1032 
Calorosomes 
C. aurantiacus, 1032 
Chromatium vinosum 
acetylene reduction, 492 
Chromosome transfer 
plasmid RP1, 110 
R. sphaeroides, 110 
Citrate lyase deacetylase 
R. gelatinosa, 463 
R. palustris, 463 
substrate specificity, 463 
Citrobacter sp. 
mercuric ion resistance, 1110 
Cloning 
B. subtilis cloning gene, 622 
iluGEDAY, 452 
S. typhimurium, 452 
transposons, 682 
uvrA and adjacent genes in E. coli, 682 
Clostridium butyricum 
ribosomal proteins, 282 
Clostridium perfringens 
caseinase activity, 262 
plasmids pHB101 and pHB102, 262 
Colicin E2 
E. coli, 186 
Colicin E-producing strains 
Col plamids, 569 
Colicin M-tolerant mutant 
E. coli, 135 
Coxiella burnetii 
developmental cycle, 1063 
Crown gall disease 
A. tumefaciens mutants, 482 
iron assimilation, 482 
Cyclic adenosine 3’,5’-monophosphate 
E. coli crp mutant, 500 


hyperinduction of araBAD and lacZYA expression, 


cysB 
E. coli, 744 


expression studied by use of gene fusions, 744 


Cysts 
A. vinelandii, 80, 91 
lipids, 80, 91 


SUBJECT INDEX 


v 


vi SUBJECT INDEX 


Cytidine diphosphate-diacylglycerol-dependent phos- 
phatidylserine synthase 
Bacillus spp., 535 
Cytochrome c oxidase 
mitochondrial biogenesis, 757 
N. crassa, 757 
spore germination, 757 
Cytoplasmic membrane 
E. coli, 326 
septation, 326 


dam enzymes 
DNA methylation, 259 
E. coli, 259 
dcm enzymes 
DNA methylation, 259 
E. coli, 259 
Dehydrogenase localization 
D. gigas, 161 
Density 
cell age, 97 
E. coli, 97 
growth rate, 97 
Deoxyribonucleic acid 
alkylated, 720 
B. subtilis, 206 
B. subtilis protoplasts, 949 
E. coli, 333 
enzyme therapy, 949 
phage T7, 720 
reactivation by E. coli, 720 
repair, 949 
repair resynthesis, 333 
single-stranded fraction, 206 
UV irradiation, 949 
Deoxyribonucleic acid killer plasmids 
K. lactis, 155 
transfer into S. cerevisiae, 155 
Deoxyribonucleic acid methylation 
B. subtilis, 259 
E. coli dam and dem enzymes, 259 
S. aureus, 259 
Deoxyribonucleic acid topoisomerase I 
E. coli supX genes, 679 
S. typhimurium supX genes, 679 
Desulfovibrio gigas 
dehydrogenases, 161 
electron transfer components, 161 
reductases, 161 
Desulfovibrio vulgaris 
phospholipid biosynthesis, 51 
Dictyostelium discoideum 
cyclic AMP receptor, 170 
phosphodiesterase activity, 170 
Dictyostelium rosarium 
macrocyst formation, 1049 
mating types, 1049 
N,N’-Dicyclohexylcarbodiimide 
ATPase complex, 363 
S. faecalis, 363 
Dihydroxy fatty acids 
L. pneumophila, 373 


Electron transfer components 


J. BACTERIOL. 


D. gigas, 161 
Enflagellation 
N. fowleri, 217 
Enterobacterial common ar.igen 
localization by the imunoferritin techniques, 603 
Y. enterocolitica, 603 
Enzyme II-B“ 
S. typhimurium mutant, 382 
Enzyme therapy 
B. subtilis protoplasts, 949 
UV-irradiated phage DNA, 949 
Erwinia carotovora 
plasmid ColV Bévp maintenance, 1015 
Escherichia coli 
adenylate cyclase mutants, 931 
amikacin 3’-phosphotransferase, 320 
araBAD hyperinduction, 500 
arabinose transport, 920 
araF, 920 
B. licheniformis penicillinase genes, 776 
cAMP, effect of, 1105 
cAMP-mediated hyperinduction, 500 
carbohydrate transport, 289 
cell age, density, and growth rate, 97 
cell division, 1105 
colicin E2, 186 
colicin M-tolerant mutant, 135 
cysB expression, 744 
cytoplasmic membrane, 326 
dam enzymes, 259 
dcm enzymes, 259 
density, growth rate, and cell age, 97 
DNA, 333 
DNA methylation, 259 
DNA topoisomerase I, 679 
L-fucose metabolism, 181 
B-galactosidase, 694 
gal operon proteins made after prophage lambda 
induction, 875 
glnP, 805 
glutamine transport, genetics of, 805 
growth rate, density, and cell age, 97 
guanylate cyclase activity in mutants, 931 
ilvHI operon, 797 
lacZX90 mutation, 694 
lacZYA hyperinduction, 500 
lipopolysaccharide, 972 
lon (capR) product, 46 
membrane, cytoplasmic, 326 
membrane lipid synthesis, cloning of genes involved 
in, 
morphogenesis of an unsaturated fatty acid auxo- 
troph, 1121 
mutagenes.s, comparative, 410 
ompA, 972 
OmpA outer membrane protein, 972 
ompR, 255 
outer membrane matrix porin proteins, 255 
outer membrane protein e, 118 
penicillinase genes, 776 
pPfkB region, 935 
phage lambda insertion in i/v gene cluster, 691 
phage lambda receptor protein arrangement in cell 
surface, 660 


] 
A 
ter 


VoL. 147, 1981 


phage T7 DNA activation, 720 
phoE, 118 
phosphatidylglycerophosphate synthase amplifica- 
tion, 552 
plasmid Rms201, 578 
polyamine requirement and streptomycin resist- 
ance, 702 
pore for amino acids, 1113 
potassium transport, electrogenic, 820 
procaine treatment, 289 
propanediol oxidoreductase, 181 
prophage lambda, 875 
protein e, 118 
protein OmpR, 255 
proton motive force, 820 
rdg, 1117 
recA-dependen: gene amplification, 851 
recA function, 1117 
receptor protein, 660 
repair resynthesis, 333 
resynthesis tracts in DNA, 333 
L-rhamnose metabolism, 181 
ribosomal proteins, 25, 282 
RNA polymerase, 25 
septation, 326 
streptomycin resistance and polyamine require- 
ment, 702 
supX genes, 679 
tetracycline resistance, 851 
tnaA structural sequence, 787 
transcription, 1117 
transposon Tn/72/, 851 
transposon Tn/0 inserted in the pfkB region, 935 
tsx protein, 1113 
unsaturated fatty acids, 1121 
UV irradiation, 333 
UV mutagenesis, 410 
uvrA, cloning of, 682 
Exotoxin A 
P. aeruginosa, 275 


Fatty acids 
Anaeroplasma sp., 248 
glucose converted to, 248 
M. elizabethii, 248 
Fatty acids, unsaturated . 
E. coli unsaturated fatty acid auxotroph, 112 
Fibrils 
A. viscosus, 1095 
Flagellar genes, mapping of 
P. aeruginosa, 1008 
Fructose uptake 
A. variabilis 
growth, 227 
nitrogen fixation, 227 
L-Fucose metabolism 
E. coli, 181 
propanediol oxidoreductase, 181 


£-Galactosidase 

E. coli, 694 

lacZX90 mutation, 694 
gal operon proteins 

E. coli, 875 


SUBJECT INDEX vii 


made after prophage lambda induction, 875 
ginP 

E. coli, 805 

glutamine transport, 805 
Endo-(1—3)-f-glucanases 

S. pombe, 1085 
Glucose conversion 

mycoplasmas, 248 

to fatty acids and methane, 248 
Glucose phosphorylation 

enzyme II-B“, 382 

S. typhimurium, 382 
Glucose transport 

enzyme 382 

S. typhimurium, 382 
Glutamate synthase activity 

P. aeruginosa mutants, 193 
Glutamine synthetase 

B. licheniformis grown in presence of ammonia or 

nitrate, 589 

Glutamine transport 

E. coli, 805 

genetics, 805 

gilnP, 805 
Glycerol phosphate polymer 

elongation, 75 

S. faecium, 75 
Glycogen 

ADPglucose pyrophosphorylases, 711 
Glycogen biosynthesis 

R. tenue ADPglucose synthetase, 101 
Glycolipid, phenolic 

M. leprae, 728 
Growth 

A. variabilis, 227 

fructose uptake, 227 
Growth rate 

cell age, 97 

density, 97 

E. coli, 97 
Guanosine polyphosphates 

B. subtilis, 752 
Guanylate cyclase activity 

E. coli adenylate cyclase mutants, 931 


Haemophilus influenzae 
R factors, origin of, 563 
Halobacterium spp. 
ribosomal proteins, 282 
Helical structure 
A. laidlawii, 653 
Heme deficiency 
S. carlsbergensis, 954 
thiamine induced, 954 
Histidine operon 
restriction map, 124 
S. typhimurium, 124 
Histidine transport operon 
S. typhimurium, 401 
Hydrogen-oxidizing ability 
genetic transfer between strains of A. eutrophus, 
198 
Hydrophobic peptide auxotrophy 
S. typhimurium, 986 


viii SUBJECT INDEX 


4-Hydroxyphenylacetate 
meta-cieavage degradation, 844 
P. putida, 844 
Hyperinduction of araBAD and lacZYA expression 
cAMP mediation, 500 
E. coli crp mutants, 500 


iluGEDAY 

cloning, 452 

expression, 452 

S. typhimurium, 452 
ilvHI operon 

E. coli, 797 
immunoferritin technique 


enterobacterial common antigen in Y. enterocolit- 


ica, 603 
Iron assimilation 
A. tumefaciens mutants, 482 
virulence in crown gall disease, 482 


3-Ketoglutaric acid degradation 
Arthrobacter sp. strain TMP, 477 
Klebsiella sp. 
mercuric ion resistance, 1110 
Kuyveromyces lactis 


plasmids pGKI1 and pGKI2 transferred to S. cere- 


visiae, 155 


£-Lactam antibiotics 
N. gonorrhoeae, 633 
peptidoglycan synthesis, 633 
lacZX90 
E. coli, 694 
B-galactosidase, 694 
Legionella pneumophila 
dihydroxy fatty acids, 373 
monohydroxy fatty acids, 373 
Linkage lipid intermediate 
B. subtilis, 698 
Lipid A 
B. bacteriovorus, 860, 869 
lipopolysaccharide, 860 
Lipids 
A. vinelandii cysts, 80, 91 
Lipopolysaccharide 
B. bacteriovorus, intraperiplasmically grown, 860 
E. coli, 972 
lipid A components, 860 
ompA, 972 
Liquid holding recovery 
B. fragilis, 685 
oxygen radicals, 685 
peroxide, 685 
lon (capR) product 
E. coli, 46 


Macrocyst formation 

D. rosarium, 1049 
Megasphaere elsdenii 

phospholipid biosynthesis, 51 
Membrane, cytoplasmic 

E. coli, 326 

septation, 326 


J. BACTERIOL. 


Membrane adenosine triphosphatase complex 
N,N’-dicyclohexylcarbodiimide resistance, 363 
S. faecalis, 363 
Membrane lipid synthesis 
cloning of genes, 552 
E. coli, 552 
phosphatidylglycerophosphate synthase amplifica- 
tion, 552 
Membrane lipoteichoic acid 
glycerol phosphate polymer elongation, 75 
S. faecium, 75 
Mercuric ion resistance 
soil bacteria, 1110 
meta-cleavage degradation 
4-hydroxyphenylacetate in P. putida, 844 
Methane 
Anaeroplasma sp., 248 
glucose converted to, 248 
M. elizabethii, 248 
Methanobacterium spp. 
ribosomal proteins, 282 
Methanobrevibacter arboriphilus 
ribosomal proteins, 282 
Methanococcus vannielii 
ribosomal proteins, 282 
Methanol production 
P. putida, 471 
3,4,5-trimethoxycinnamic acid degradation, 471 
Methanoplasma elizabethii 
glucose conversion to fatty acids and methane, 248 
Methanosarcina spp. 
ribosomal proteins, 282 
Methanospirillum hungatei 
ribosomal proteins, 282 
Mini-F factor plasmid 
replication control, 509 
switch-off function, 509 
Mitochondrial biogenesis | 
cytochrome oxidase, 757 
N. crassa, 757 
respiration, 757 
spore germination, 757 | 
Mitotic recombination 
mms8-1, 517 
S. cerevisiae, 517 
mms8-1 
mitotic recombination, 517 
S. cerevisiae, 517 
Monohydroxy fatty acids 
L. pneumophila, 373 
Motility 
B. subtilis, 1054 
cations, lipophilic, 1054 
Mutagenesis 
E. coli, 410 
UV, near- and far-, 410 
Mutators, spontaneous 
S. typhimurium, 827 
Tn10, 827 
Tn5d, 827 
Mycobacterium leprae 
phenolic glycolipid, 728 
Mycobacterium tuberculosis 


| 
7 4 


VoL. 147, 1981 


nitrosoguanidine sequential mutagenesis mapping 
of genes, 176 
Mycoplasmas 
acetate kinase, 271 
glucose conversion to fatty acids and methane, 248 
Myxococcus xanthus 
agg mutants, 768 


Naegleria fowleri 
enflagellation, 217 
Naphthalene dissimilation 
plasmid and chromosome mediation, 836 
P. putida, 836 
Neisseria gonorrhoeae 
B-lactam antibiotics, 633 
peptidoglycan synthesis, 633 
Neurospora crassa 
amino acid permease-specific substrate, 944 
2-aminoisobutyric acid transport, 944 
cytochrome c oxidase, 757 
mitochondrial biogenesis, 757 
respiration, 757 
spore germination, 757 
Nitrogen 
L-asparaginase regulation, 9 
Chlamydomonas sp., 9 
Nitrogen fixation 
A. variabilis, 227 
fructose uptake, 227 
Nitrosoguanidine sequential mutagenesis mapping of 
genes 
M. tuberculosis, 176 


OmpA outer membrane protein 
E. coli, 972 
ompA, 972 
ompR 
E. coli, 255 
outer membrane matrix porin proteins, 255 
Organic nutrition 
Beggiatoa sp., 236 
Orthophosphate-regulated proteins 
P. aeruginosa mutant, 675 
Outer membrane matrix porin proteins 
E. coli, 255 
OmpR, 255 
Outer membrane protein e 
E. coli, 118 
phoE, 118 
Outer membrane protein OmpA 
E. coli, 972 
ompA, 972 
Oxygen 
acetylene reduction in photosynthetic bacteria, 492 
Oxygen radicals 
B. fragilis, 685 
liquid holding recovery, 685 
survival after UV irradiation, 685 


Penicillinase genes 

cloning, 776 

expression in E. coli, B. subtilis, and B. lichenifor- 
mis, 776 


SUBJECT INDEX ix 


Penicillin-binding proteins 
R. sphaeroides, 354 
Peptide auxotrophy 
S. typhimurium, 986 
Peptidoglycan joined to teichoic acid 
B. subtilis, 698 
linkage lipid intermediate, 698 
Peptidoglycan synthesis 
O-acetylation, 633 
B-lactam antibiotics, 633 
N. gonorrhoeae, 633 
Permease-specific substrate 
2-aminoisobutyric acid transport, 944 
N. crassa, 944 
Peroxide 
B. fragilis, 685 
liquid holding recovery, 685 
survival after UV irradiation, 685 
pfkB region 
E. coli, 935 
transposon Tn/0 insertion, 935 
Phenolic glycolipid 
M. leprae, 728 
Phenylalanine biosynthesis 
enzymological patterns conserved in parallel with 
DNA homology groupings, 526 
pseudomonads, 526 
Phenylmercuric ion resistance 
soil bacteria, 1110 
phoE 
E. coli, 118 
localization, 118 
outer membrane protein e, 118 
Phosphatidylglycerophosphate synthase amplification 
E. coli, 552 
membrane lipid synthesis, 552 
Phosphodiesterase activity 
cyclic AMP receptor, 170 
D. discoideum, 170 
Phospholipase C mutant 
P. aeruginosa, 675 
Phospholipid biosynthesis 
D. vulgaris, 51 
M. elsdenii, 51 
V. parvula, 51 
Pigments 
S. aureus, 900 
triterpenoid carotenoids, 900 
Plasmid ColE1 
mutants that exhibit altered stability and replica- 
tion, 962 
Plasmid ColVBtrp 
E. carotovora, 1015 
Plasmid mini-F 
complementation of replication-deficient deletion 
derivatives, 736 
replication analyzed by transposition mutagenesis, 
888 
Plasmid pGKII and plasmid pGKI2 
K. lactis, 155 
transfer into S. cerevisiae, 155 
Plasmid pHB101 
caseinase activity, 262 
C. perfringens, 262 


| - 

i 


x SUBJECT INDEX 


Plasmid pHB102 

caseinase activity, 262 

C. perfringens, 262 
Plasmid pMWD-1 

P. putida, 836 

salicylate dissimilation, 836 
Plasmid pPL1010 

SP02 particles, 1 

transduction, 1 
Plasmid Rms20i 

defective partitioning, 578 
Plasmid RP1 

chromosome transfer, 110 

R. sphaeroides, 110 
Plasmids 

S. aureus 

cadmium efflux, 313 
cadmium transport, 305 

Plasmids Col 

from colicin E-producing strains, 569 
Plasmids Rfla 

P. aeruginosa flagellar genes, 1008 
Polyamine requirement 

E. coli, 702 

streptomycin resistance, 702 
Pore for amino acids 

E. coli, 1113 

tsx protein, 1113 
Potassium transport, electrogenic 

E. coli, 820 

proton motive force, 820 

S. faecalis, 820 
Procaine 

carbohydrate transport, 289 

E. coli, 289 
Propanediol oxidoreductase 

E. coli, 181 

L-fucose metabolism, 181 

L-rhamnose, 181 
Prophage lambda 

E. coli gal operon proteins, 875 
Protease production 

B. licheniformis, 427 

sporulation, 427 
Protein 

B. subtilis, 1040 

spore coat, 1040 
Proteinase deficiencies 

S. cerevisiae, 418 
Protein degradation 

S. typhimurium mutants, 925 
Protein e 

E. coli, 118 

phoE, 118 
Protein OmpR 

E. coli, 255 

outer membrane matrix porin proteins, 255 
Proton motive force 

E. coli, 820 

potassium transport, electrogenic, 820 

S. faecalis, 820 
Pseudomonads 


J. BACTERIOL. 


enzymological patterns of phenylalanine biosyn- 
thesis conserved in parallel with DNA homol- 
ogy groupings, 526 
Pseudomonas acidovorans 
trp, 62 
tryptophan synthesis, 62 
Pseudomonas aeruginosa 
exotoxin A, 275 
flagellar genes, 1008 
glutamate synthase activity, 193 
phospholipase C mutant, 675 
ribosomal proteins, 282 
Pseudomonas fluorescens 
mercuric ion resistance, 1110 
phenylmercuric ion resistance, 1110 
Pseudomonas halodurans 
sulfate transport, 340 
Pseudomonas putida 
4-hydroxyphenylacetate, meta-cleavage degrada- 
tion, 844 
naphthalene dissimilation, 836 
plasmid pMWD-1, 836 
salicylate dissimilation, 836 
3,4,5-trimethoxycinnamic acid degradation, metha- 
nol production, 471 
Pseudomonas sp. strain C,.B, 69 
arylsulfatase activity, 69 
Pyrimidine dimer excision 
S. cerevisiae, 705 


rdg 
E. coli, 1117 
recA-dependent gene amplification 
E. coli, 851 
tetracycline resistance, 851 
transposon Tn/721, 851 
recA function 
E. coli mutants, 1117 
transcription, 1117 
Receptor protein 
E. coli cell surface, 660 
phage lambda, 660 
Reductase localization 
D. gigas, 161 
Repair resynthesis 
E. coli, 333 
Replication control 
mini-F factor plasmid, 509 
Respiration 
mitochondrial biogenesis, 757 
N. crassa, 757 
spore germination, 757 
Respiratory deficiency 
S. carlsbergensis, 954 
thiamine induced, 954 
R factors 
H. influenzae, 563 
L-Rhamnose 
E. coli, 181 
propanediol oxidoreductase, 181 
Rhodopseudomonas capsulata 
acetylene reduction, 492 
Rhodopseudomonas gelatinosa 
citrate lyase deacetylase, 463 


| 
> 


VoL. 147, 1981 


Rhod. A, 


yp palustris 
citrate iyase deacetylase, 463 
hodopseud: sphaeroides 
chromosome transfer, 110 
penicillin-binding proteins, 354 
plasmid RP1, 110 
ribosomal proteins, 282 
Rhodospirillum rubrum 
acetylene reduction, 492 
Rhodospirillum spp. 
ADPglucose pyrophosphorylases, 711 
glycogen synthesis, 711 
Rhodospirillum tenue 
ADPglucose synthetase, 101 
glycogen biosynthesis, 101 
rho mutant 
ATPase activity, 13 
S. typhimurium, 13 
Ribonucleic acid polymerase 
E. coli, 25 
regulation, 25 
Ribosomal protein 
E. coli, 25 
regulation, 25 
Ribosomal proteins 
archaebacteria, 282 
Si0 operon-specific transcription, 997 


Saccharomyces carlsbergensis 
heme deficiency, 954 
thiamine, 954 

Saccharomyces cerevisiae 
O-acetylserine sulfhydrylase, 688 
carboxypeptidase S, 418 
carboxypeptidase Y, 418 
mms8-1, mitotic recombination in, 517 


plasmids pGK11 and pGKI?2 transferred into, 155 


proteinase deficiencies, 418 

pyrimidine dimer excision, 705 

ribosomal proteins, 282 

serine sulfhydrylase, 688 
Salicylate dissimilation 


plasmid and chromosome mediation, 836 


plasmid pMWD-1, 836 

P. putida, 836 
Salmonella typhimurium 
ATPase activity, 13 
chemotaxis genes, cloning of, 390 
DNA topoisomerase I, 679 
enzyme II-B“, 382 
glucose phosphorylation, 382 
glucose transport, 382 
histidine operon restriction map, 124 
histidine transport operon, 401 
iluGEDAY 

cloning, 452 

expression, 452 
mutators, spontaneous, 827 
PEP:PTS system, 382 
peptide auxotrophy, 986 
protein degradation, 925 
rho mutant, 13 
sensing ability, 390 


supX genes, 679 
Tn 10, 827 
827 
Schizosaccharomyces pombe 
endo-(1—+3)-8-glucanases, 1085 
Serine sulfhydrylase 
O-acetylserine sulfhydrylase, 688 
S. cerevisiae, 688 
Single-stranded deoxyribonucleic acid 
B. subtilis, 206 
Soil bacteria 
mercuric ion resistance, 1110 
phenylmercuric ion resistance, 1110 
S10 operon-specific transcription 


amber mutation in a ribosomal protein gene, 997 


Spiroplasma citri 
morphology during growth, 642 
Spirulina platensis 
amino acid production, 1002 
Spore coat protein 
B. subtilis, 1040 
precursors, 1040 
Spore formation 
B. subtilis, 432, 443 
cloned gene, 443 
0.3 kb gene, 443 
transcription, 432 
Spore germination 
cytochrome c oxidase, 757 
mitochondria! biogenesis, 757 
N. crassa, 757 
respiration, 757 
Spores 
B. coagulans, 670 
Sporulation 
bacitracin, 427 


B. licheniformis growth on poorly utilized carbon 


and nitrogen sources, 427 

B. subtilis, 1040 

coat protein synthesis, 1040 

protease production, 427 
Sporulation gene, early 

B. subtilis, 622 

cloning, 622 
SP02 particles 

plasmid pPL1010, transduction of, 1 
Staphylococcus aureus 

cadmium 

efflux, 313 
transport, 305 

carotenoids, triterpenoid, 900, 914 

DNA methylation, 259 

pigments, 900 

plasmids, 305, 313 

ribosomal proteins, 282 
Streptococcus faecalis 

N,N’-dicyclohexylcarbodiimide, 363 

membrane ATPase complex, 363 

potassium transport, electrogenic, 820 

proton motive force, 820 

ribosomal proteins, 282 
Streptococcus faecium 

membrane lipoteichoic acid 


SUBJECT INDEX 


glycerol phosphate polymer elongation, 75 


xii SUBJECT INDEX 


Streptococcus lactis 

sucrose 

metabolism, 543 
uptake, 543 

Streptomycin resistance 

E. coli, 702 

polyamine requirement, 702 
Sucrose uptake and metabolism 

S. lactis, 543 
Sulfate transport 

A. luteo-violaceus, 340, 350 

P. halodurans, 340 
Sulfolobus acidocaldarius 

ribosomal proteins, 282 
Sulfur compounds 

Beggiatoa sp., 140 
supX genes 

DNA topoisomerase I, 679 

E. coli, 679 

S. typhimurium, 679 
Surface protein 

A. salmonicida, 1077 
Switch-off 

mini-F factor plasmid, 509 


Teichoic acid joined to peptidoglycan 


B. subtilis, 698 

linkage lipid intermediate, 698 
Tetracycline resistance 

promoter, 297 

repressor, 297 


Tetracycline resistance transposon Tn/721 


E. coli, 851 


expression of tetracycline resistance, 851 
recA-dependent gene amplification, 851 


Thiamine 
heme deficiency, 954 
S. carlsbergensis, 954 
tnaA 
E. coli, 787 
nucleotide sequence, 787 
Transcription 
B. subtilis, 432 
developmentally regulated, 432 
E. coli mutants, 1117 
recA function, 1117 
rplC, 997 
S10 operon, 997 
Transposition mutagenesis 
plasmid mini-F replication, 888 
Transposons Tnd and Tn10 
S. typhimurium mutators, 827 


J. BACTERIOL. 


Transposon Tn/0 
inserted in the pfkB region of E. coli, 935 
tetracycline resistance promoter and repressor, 297 
Transposon Tn/72] 
E. coli, 851 
recA-dependent gene amplification, 851 
tetracycline resistance, 851 
3,4,5-Trimethoxycinnamic acid 
degradation with methanol production, 471 
P. putida, 471 
3,4,5-Trimethoxyphenylacetic acid degradation 
Arthrobacter sp. strain TMP, 477 
Triterpenoid carotenoids 
S. aureus, 900, 914 
trp 
P. acidovorans, 62 
tryptophan synthesis, 62 
Tryptophanase 
E. coli, 787 
tnaA structural sequence, 787 
Tryptophan synthesis 
P. acidovorans, 62 
trp, 62 
tsx protein 
E. coli, 1113 
pore for amino acids, 1113 


Ultraviolet irradiation 
B. fragilis, 685 
B. subtilis protoplasts, 949 
E. coli, 333 
enzyme therapy, 949 
phage DNA, 949 
repair resynthesis, 333 
survival 
oxygen radicals, 685 
peroxide, 685 
Ultraviolet mutagenesis 
E. coli strains of differing repair «apabilities, 410 
near- and far-UV, 410 
uvrA 
cloning, 682 
E. coli, 682 


Veillenella parvuia 
phospholipid biosynthesis, 51 
Vibrio spp. 
alkaline phosphatase, 36 


Yersinia enterocolitica 
enterobacterial common antigen, 603 


a 
f 


JOURNAL 


OF 


BACTERIOLOGY 


VOLUME 147 


WASHINGTON, DC 20006 


1981 


i 


JOURNAL OF BACTERIOLOGY 


VOLUME 147 @ 1981 


EDITORIAL BOARD 


Stanley C. Holt, Editor (1982) 
University of Massachusetts, Amherst 
Samuel Kaplan, Editor (1983) 
University of Illinois, Urbana 
June J. Lascelles, Editor (1984) 
University of California, Los Angeles 


Simon Silver, Editor-in-Chief (1982) 
Washington University, St. Louis, Mo 


Elizabeth McFall, Editor (1985) 
New York University, New York, N.Y. 
Donald P. Nierlich, Editor (1982) 
University of California, Los Angeles 
Allen T. Phillips, Editor (1985) 
Pennsylvania State University, 
University Park 


Robert Rownd, Editor (1985) 
Northwestern Medical School 
Chicago, Ill. 

Paul S. Sypherd, Editor (1984) 
University of California, Irvine 


Mark Achtman (1982) 
James Akagi (1982) 

David Apirion (1982) 
Arthur I. Aronson (1982) 
Gad Avigad (1983) 
Stephen D. Barbour (1982) 
Manfred E. Bayer (1982) 
Claire M. Berg (1983) 
Robert W. Bernlohr (1982) 
Terry J. Beveridge (1982) 
Dale C. Birdsell (1981) 
Edwin Boatman (1983) 
Winfried Boos (1982) 

H. D. Braymer (1982) 
Jean Brenchley (1983) 
Patrick J. Brennan (1981) 
Robert P. Burchard (1982) 
I. D. J. Burdett (1982) 
Richard O. Burns (1983) 
Ercole Canale-Parola (1982) 
A. M. Chakrabarty (1983) 
Murray S. Cohn (1982) 
John W. Costerton (1983) 
Anthony R. Crofts (1982) 
John E. Cronan, Jr. (1983) 
Lolita Daneo-Moore (1981) 
Daniel V. Der Vartanian (1982) 
Walter J. Dobrogosz (1982) 
W. D. Donachie (1982) 

W. Ford Doolittle (1982) 

J. Allan Downie (1982) 
Gerhart Drews (1982) 
Charles Earhart (1981) 

A. Eisenstark (1982) 

David P. Fan (1981) 
Walton L. Fangman (1981) 
John D. Foulds (1982) 


Ann Ganesan (1982) 

J. F. Gardner (1981) 

Robert Gennis (1982) 

Bijan K. Ghosh (1981) 
David T. Gibson (1981) 
Harry E. Gilleland, Jr. (1982) 
Patricia L. Grilione (1982) 
Walter R. Guild (1981) 
Ta¢ayo Hashimoto (1982) 
Gerald L. Hazelbauer (1981) 
Charles E. Helmstetter (1982) 
Ulf Henning (1982) 

Peter Hirsch (1982) 

Bruce Holloway (1982) 
Philip Hylemon (1982) 

Karin thier (1981) 

Joseph Inselburg (1981) 
Robert J. Kadner (1982) 

Eva R. Kashket (1981) 
Donald L. Keister (1983) 
Edward Kellenberger (1982) 
David E. Kennell (1983) 
Jordan Konisky (1981) 

K. W. Knox (1982) 

Thomas G. Lessie (1982) 
Donald R. Lueking (1981) 
Ben J. J. Lugtenberg (1983) 
Carolyn MacGregor (1981) 
Manley Mandel (1981) 
Barry Marrs (1981) 

Ann Matthysse (1982) 

Neil H. Mendelson (1981) 
Sally Ann Meyer (1981) 
Robert V. Miller (1981) 
David Mount (1982) 

R. G. E. Murray (1983) 
Walter G. Niehaus, Jr. (1981) 
Hiroshi Nikaido (1981) 


John H. Nordin (1982) 
Sunil Palchaudhuri (1982) 
Leo Parks (1982) 

Martin Pato (1981) 

Olga Pierucci (1981) 
Patrick J. Piggot (1981) 
William S. Reznikoff (1982) 
Palmer Rogers (1981) 
Burton Rosan (198!) 
Barry P. Rosen (1983) 
Harry Rosenberg (1982) 
Antoinette Ryter (1982) 
Abigail Salyers (1981) 
Gene A. Scarborough (1982) 
June Scott (1981) 

Jane K. Setlow (1981) 
Peter Setlow (1981) 

J. A. Shapiro (1982) 
Lucille Shapiro (1983) 
Douglas W. Smith (1983) 
Issar Smith (1981) 

Paul F. Smith (1982) 
Dieter G. Soll (1982) 

A. L. Sonenshein (1983) 
Brian G. Spratt (1982) 
Eric J. Stanbridge (1981) 
Roger Storck (1981) 
Stanley Streicher (1983) 

L. W. Sutherland (1982) 
John L. Swanson (1981) 
Robert L. Switzer (1982) 
F. Robert Tabita (1981) 
Kenneth N. Timmis (1981) 
Alexander Tomasz (1983) 
James L. Van Etten (1982) 
James A. Wechsler (1981) 
Henry C. Wu (1981) 
Howard Zalkin (1982) 


Gisella Pollock, Assistant Managing Editor 
1913 1 St, NW, Washington, DC 20006 


Walter G. Peter II, Managing Editor 


Linda M. Illig, Production Editor 


Frederick C. Neidhardt, President (1981-1982) 


EX OFFICIO 


J. Mehsen Joseph, Secretary 


John C. Sherris, President-Elect (1981-1982) 
Brinton M. Miller, Treasurer 


The Journal of Bacteriology (ISSN 0021-9193), a publication 
of the American Society for Microbiology, 1913 I St.. NW, 
Washington, DC 20006, is devoted to the advancement and 
dissemination of fundamental knowledge concerning bacteria 
and other microorganisms. Instructions to Authors are published 
in the January issue each year; reprints are available from the 
Editors and the Publications Office. The Journal is published 
monthly, and the twelve numbers are divided into four volumes 
per year. The nonmember subscription price is $140 per year. 
Single copies are $14. The member subscription price is $30 per 
year. Correspondence relating to subscriptions, reprints, defective 
copies, availability of back issues, lost or late proofs, disposition 
of submitted manuscripts, and general editorial matters should 
be directed to the ASM Publications Office, 1913 I St. NW, 
Washington, DC 20006 (area 202 833-9680). 


Second class postage paid at Washington, DC 20006, and at 
additional mailing offices. 

Made in the United States of America. 

Copyright © 1981, American Society for Microbiology. 

All Rights Reserved. 


The code at the top of the first page of an article in this journal 
indicates the copyright owner's consent that copies of the article 
may be made for personal use, or for personal use of specific 
clients. This consent is given on the condition, however, that the 
copier pay the stated per-copy fee through the Copyright Clear- 
ance Center, Inc., P.O. Box 765, Schenectady, New York 12301, 
for copying beyond that permitted by Sections 107 and 108 of 
the U.S. Copyright Law. This consent does not extend to other 
kinds of copying. such as copying for general distribution, for 
advertising or promotional purposes, for creating new collective 
works, or for resale. 


| 
| 


Volume 147 Contents for July 1981 


Morphology and Ultrastructure 


Ultrastructure of Naegleria fowleri Enflagellation. M. PATTEeRson, 
W. WoopwortH, F. MaArcIANO-CABRAL, AND S. G. 
BRADLEY* 


General Microbiology 


Evolution of Alkaline Phosphatase in Marine Species of Vibrio. 
MARILYN J. WOOLKALIS AND PAUL BAUMANN* 


Use of Reduced Sulfur Compounds by Beggiatoa sp. Douctas C. 
NELSON AND RICHARD W. CASTENHOLZ* 


Organic Nutrition of Beggiatoasp. DouGLas C. NELSON AND RICcH- 
ARD W. CASTENHOLZ* 


Conversion of Glucose to Fatty Acids and Methane: Roles of Two 
Mycoplasmal Agents. CHRISTINE S. S. JOHN Pirt* 


Genetics and Molecular Biology 


Genetic Analysis of a Temperature-Sensitive Salmonella typhimu- 
rium rho Mutant with an Altered Rho-Associated Polycytidy- 
late-Dependent Adenosine Triphosphatase Activity. Pau. R. 
Hous.Ley, ANDREw D. LEAvittT, AND HARVEY J. WHITFIELD* 


Transcriptional and Post-Transcriptional Control of Ribosomal Pro- 
tein and Ribonucleic Acid Polymerase Genes. RosBert LITTLe, 
NIELs P. AND PaTRick P. DENNIs* 


Identification of the Gene lon (capR) Product as a 94-Kilodalton 
Polypeptide by Cloning and Deletion Analysis. Joyce M. ScHor- 
MAKER* AND ALVIN MARKOVITZ 


Biochemical Genetics of Tryptophan Synthesis in Pseudomonas 
acidovorans. WILSON E. BUVINGER, LucIE C. STONE, AND H. 
E. HEATH* 


High-Frequency Chromosome Transfer in Rhodopseudomonas 
sphaeroides Promoted by Broad-Host-Range Plasmid RP1 
Carrying Mercury Transposon Tn50/. J. M.PEMBERTON* AND 
A. R. St. G. Bowen 


Cloning and Restriction Map of the First Part of the Histidine 
Operon of Salmonella typhimurium. WayYNE M. BARNES 


Nitrosoguanidine Sequential Mutagenesis Mapping of Mycobacte- 
rium tuberculosis Genes. CHARLES L. WooDLEy,* JAcK N. 
BALDWIN, AND JOSEPH GREENBERG 


Single-Stranded Fraction of Deoxyribonucleic Acid from Bacillus 
subtilis. MAGDALENA PIWNICKA, DOROTA MACIEJKO, AND M1- 
ROSLAWA PIECHOWSKA* 


Absence in Bacillus subtilis and Staphylococcus aureus of the 
Sequence-Specific Deoxyribonucleic Acid That Is Conferred in 
Escherichia coli K-12 by the dam and dem Enzymes. BRIGITTE 

DREISEIKELMANN AND WILFRIED WACKERNAGEL* 


Plasmids and Transposons 


SP02 Particles Mediating Transduction of a Plasmid Containing 
SP02 Cohesive Ends. RoBERT MARRERO, FRANCIS A. CHIA- 
FARI, AND PAUL S. Lovett* 


* Asterisk refers to person to whom inquiries regarding the paper should be addressed. 


217-226 


36-45 


140-154 


236-247 


248-254 


13-24 


62-68 


110-117 


124-134 


176-180 


206-216 


259-261 


ee Number 1 
25-35 
46-56 
i 
j 
1-8 


CONTENTS 


Naturally Occurring Genetic Transfer of Hydrogen-Oxidizing Ability 
Between Strains of Alcaligenes eutrophus. BARBEL FRIED- 
RICH,* CHRISTINE HOGREFE, AND H. G. SCHLEGEL 


Isolation of a Plasmid Responsible for Caseinase Activity in Clos- 
tridium perfringens ATCC 3626B. Hans P. BLASCHEK* AND 
MyYRON SOLBERG 


Eucaryotic Cells 
Regulation of L-Asparaginase in a Chlamydomonas Species in Re- 
sponse to Ambient Concentrations of Combined a JOHN 
H. Pau.* AND KEITH E. CooKsSEY 


Intergeneric Transfer of Deoxyribonucleic Acid Killer Plasmids, 
and pGKI2, from Kluyveromyces lactis into Saccharo- 
myces cerevisiae by Cell Fusion. Norio GUNGE* AND KENJI 
SAKAGUCHI 


Evidence that the Rate of Association of Kisii 3 ,5’-Monophos- 
phate to Its Chemotactic Receptor Induces Phosphodiesterase 


Activity in Dictyostelium discoideum. PETER J.M. VAN HAas- 
TERT,* Ros C. VAN DER MEER, AND THEO M. KoONIJN 


Membranes 


Localization of phoE, the Structural Gene for Outer Membrane 
Protein e in Escherichia coli K-12. JAN TOMMASSEN* AND 
BEN LUGTENBERG 


Temperature-Sensitive, Colicin M-Tolerant Mutant of Escherichia 
coli. Ktuaus SCHALLER, ANDREA KRAUEL, AND VOLKMAR 


Release of Colicin E2 from Escherichia coli. ANTHONY P. PuG- 
SLEY* AND JURG P. ROSENBUSCH 


Identification of OmpR: a Positive Regulatory Patale Controlling 
Expression of the Major Outer Membrane Matrix Porin Proteins 
of Escherichia coli K-12. RoNaLp K. TayLor, MICHAEL N. 
HAL, LYNN ENQUIST, AND THOMAS J. SILHAVY* 


Physiology and Metabolism 


Phospholipid Biosynthesis in Some Anaerobic Bacteria. PHILIP 
ILBER, REBECCA P. BorRIE, EDMUND J. MIKOWSKI, AND How- 
ARD GOLDFINE* 


Mode of Elongation of the Glycerol Phosphate Pobinier of ienliiein 
Lipoteichoic Acid of Streptococcus faeclum ATCC 9790. 
ERLINDA CABACUNGAN AND RONALD A. PIERINGER* 


Isolation and Characterization of Several Unique Lipids from a 
tobacter vinelandii Cysts. CHUNG-JEY S , Rosetta N. 
REUSCH, AND H. L. SADOFF* 


Unique Lipids in Azotobacter vinelandii — intial, Distribu- 
es and Fate During Germination. CHUNG-JEY Su AND H. L. 
ADOFF 


Relationship of Escherichia coli Density to Gevith Rate and Cell 
Age. ENCARNACION MARTINEZ-SALAS, JUAN A. MARTIN, AND 
MIGUEL VICENTE* 


Growth of Pseudomonas aeruginosa Mutants Lashien Glutamate 
Synthase Activity. PAuL R. BRowN* AND RENEE TATA 


Fructose Uptake and Influence on Growth of and Nitrogen Fixation 
by Anabaena variabilis.s JoHN F. Haury AND HArT 
SPILLER* 


170-175 


91-96 


97-100 


193-197 


198-205 
262-266 
9-12 
155-160 
118-123 
BRAUN* 135-139 
255-258 
57-61 
75-79 
80-90 
227-235 


CONTENTS 


Sensory Adaptation and Deadaptation by Bacillus subtilis. DANIEL 
J. GOLDMAN AND GEORGE W. ORDAL* 


Enzymology 

Stimulation of Bacterial Arylsulfatase Activity by Arylamines: Evi- 
dence for Substrate Activation. JAMES R. GEORGE AND JOHN 
W. FitzGERALD* 


Biosynthesis of Bacterial Glycogen: Purification and Structural Prop- 
erties of Rhodospirillum tenue Adenosine Diphosphate Glucose 
Synthetase. Sau-GEE YUNG AND JACK PREIss* 


Localization of Dehydrogenases, Reductases, and Electron Transfer 
Components in the Sulfate-Reducing Bacterium Desulfo:ibrio 
gigas. J.M.Opom aAnp H. D. Peck, JR.* 


Metabolism of L-Fucose and L-Rhamnose in Escherichia coli: Dif- 
ferences in Induction of Propanediol Oxidoreductase. ALBERT 
BORONAT AND JUAN AGUILAR* 


Acetate Kinase Activity in Mycoplasmas. A. MUHLRAD, |. PELEG, 
J. A. RoBertson, I. M. RoBINsON, AND I. KAHANE* 


Erratum 
Urea: Obligate Intermediate of Pyrimidine-Ring Catabolism in Rho- 

dosporidium toruloides. WILLIAM M. THWAITEs, CrRaic H. 
Davis, NEAL WALLIS-BIGGART, LILLIAN M. WONDRACK, AND 
MITCHELL T. ABBOTT 


Volume 147 Contents for August 1981 


Morphology and Ultrastructure 


Localization of Enterobacterial Common Antigen in Yersinia entero- 
colitica by the Immunoferritin Technique. GrEorG ACKER, 
WERNER Knapp, KLAUS WARTENBERG, AND HUBERT MAYER* 

Growth and Division of Spiroplasmas: Morphology of Spiroplasma 
citri During Growth in Liquid Medium. Monique GARNIER,* 
MAITHE CLERC, AND JOSEPH M. Bove 


ae Helical Structure Associated with Acholeplasma laid- 
wii. M. KEssgEL, Il. PELEG, A. MUHLRAD, AND I. KAHANE* 


Arrangement of Bacteriophage Lambda Receptor Protein (LamB) in 
the Cell Surface of Escherichia coli: a Reconstitution 
Study. Hisami YAMADA, TAKAKO NOGAMI, AND SHOJI 
MIzUSHIMA* 


Scanning Electron Probe X- Ray iieenndiate of Elemental Distri- 
butions in Freeze-Dried Cryosections of Bacillus coagulans 
Spores. Murray STEWART,* ANDREW P. SoMLyo, AvrRiL V. 
SomLyo, HENRY SHUMAN, JAMES A. LINDSAY, AND W. G. 


General Microbiology 
Immunological Comparison of Ribosomal Proteins from Archaebac- 
teria. GERHARD SCHMID AND AuGusT Boéck* 
Plant Microbiology 


Relationship of Siderophore-Mediated Iron Assimilation to Virulence 
G Disease. SALLY A. LEONG AND J. B. 


267-270 


69-74 


101-109 


161-169 


181-185 


271-273 


Number 2 


274 

| 
642-652 
53650 
MURRELL 670-674 
282-288 


CONTENTS 


Genetics and Molecular Biology 


Isolation and Genetic Characterization of Toxin-Deficient Mutants 
of Pseudomonas —— PAO. Grecory L. GRaY AND 
MICHAEL L. VASIL* 


Analysis of Resynthesis Tracts in Repaired Escherichia 
ribonucleic Acid. NANCY KUEMMERLE, RONALD LEY, AND 
WARREN MASKER* .... 


Molecular Cloning of Chemotaxis Genes and Ovmpeitiiitles of 
Gene Products in the Bacterial Sensing System. ANTHONY L. 
DEFRANCO AND D. E. KOSHLAND, JR.* ... 


Physical Map of the Salmonella typhimurium Histidine isdiiass 
Operon: Correlation with the Genetic Map. FEROZA ARDESHIR, 
CHRISTOPHER F. HIGGINS, AND GIOVANNA FERRO-LUZZI 
AMES* . 


Comparative Mutagenesis Near-Ultraviolet 
(313- to 405-nm) and Far-Ultraviolet (254-nm) Radiation in 
Escherichia coli Strains with Differing Repair Capabilities. 
Mary A. TURNER AND ROBERT B. WEBB* 


Developmentally Regulated Transcription in a Cloned eens of 
the Bacillus subtilis Chromosome. JAMES F. OLLINGTON, WIL- 
LIAM G. HALDENWANG, THANH V. HUYNH, AND RICHARD 
LosiIck* 


A Cloned Gene That Is Turned on at an ‘Sicuitlabe Stage of . 
Formation in Bacillus subtilis. JAMES F. OLLINGTON AND 
RICHARD LOSICK* . 


Molecular Cloning and of the iluGEDAY 
typhimurium. D. L. BLAZEY, ROSALIND KIM, AND 
BuRNSs* 


Cyclic Adenosine 3’,5’-Monophosphate- Mediated Svetslidetion of 
araBAD and lacZYA Expression in a crp Mutant of Escherichia 
coli K-12. Vytas A. BANKAITIS AND ELLIs L. KLINE* 


Structural Studies of Lambda Transducing Bacteriophage Carrying 
Bacterial Deoxyribonucleic Acid from the metBJLF Region of 
the Escherichia coli Chromosome. JupyY HEILIG KRUEGER, 
JAMES R. JOHNSON, RONALD C. GREENE,* AND MICHAEL 
DRESSER .. 


Cloning of an Early Sporulation Gene in Bacillus subtilis. E. Dus- 
NAU, N. RAMAKRISHNA, K. CABANE, AND I. SMITH* . 


A Pseudomonas aeruginosa Mutant Non-Derepressible for Ortho- 
phosphate-Regulated Proteins. GreGory L. Gray, RANDY M. 
BERKA, AND MICHAEL L. VAsIL* 


Escherichia coli and Salmonella typhimurium supX Genes Specify 
Deoxyribonucleic Acid Topoisomerase I. MICHELE TRUCKSIS, 
EFiM I. Go_us, Donna J. ZABEL, AND RICHARD E. DEPEW* . 


Evidence for the Site of Lambda Insertion in the ilu Gene Cluster of 
Escherichia coli K-12. ARTHUR L. WILLIAMS,* NORMAN Bay- 
LOR, AND MARK ENSOR 


Position of the lJacZX90 Mutation and Hybridization 
plete and Incomplete £-Galactosidase. WLODZIMIERZ MAN- 
DECKI, AUDREE V. FOWLER, AND IRVING ZABIN* 


Streptomycin Resistance (rpsL) Produces an Absolute Rieciement 
for Polyamines for Growth of an Escherichia coli Strain Unable 
to Synthesize Putrescine and Spermidine [A(speA-speB) 
AspeC]. HERBERT TABOR,* CELIA WHITE TABOR, Murray S. 
COHN, AND EDMUND W. HAFNER 


612-621 


622-632 


675-678 


679-681 


691-693 


694-697 


275-281 
333-339 
390-400 
401-409 
410-417 
r 432-442 
4 
443-451 
452-462 
500-508 
702-704 


CONTENTS 


Plasmids and Transposons 


Identification of the Tetracycline Resistance Promoter and Repres- 
sor in Transposon Tn/J0. Lewis V. Wray, Jr., RICHARD A. 
JORGENSEN, AND WILLIAM S. REZNIKOFF* 


Replication Control and Switch-Off Function as Observed with a 
Mini-F Factor Plasmid. HirosHi Tsutsui AND KENICHI 
MATSUBARA* 


Origin of Haemophilus influenzae R Factors. RAINER LAUFs,* 
FRIEDRICH-CHRISTIAN Riess, GERHARD JAHN, RUDIGER Fock, 
AND PAUL-MICHAEL KAULFERS 


Identification and Characterization of Col Plasmids from Classical 
Colicin E-Producing Strains. RoBert Watson, WALLY Row- 
SOME, JONATHAN TSAO, AND LoulIs P. VISENTIN* 


A Mutant Defective in Partitioning of Composite Plasmid 
Rms201. YasuyosuHi IKE,* HAJIME HASHIMOTO, AND SUSUMU 
MITSUHASHI 


Use of Transposons in Cloning Poorly Selectable Genes of Esche- 
richia coli: Cloning of uurA and Adjacent Genes. Jourica A. 
BRANDSMA, CEEs A. VAN SLUIS, AND PIETER VAN DE PUTTE* 


Eucaryotic Cells 


Carboxypeptidase S- and Carboxypeptidase Y-Deficient Mutants of 
cerevisiae. DIETER H. WOLF* AND CLAUDIA 
HMANN 


Spontaneous Mitotic Recombination in mms8-1, an Allele of the 
CDC9 Gene of Saccharomyces cerevisiae. BrTtTH A. MONTE- 
LONE, SATYA PRAKASH, AND LOUISE PRAKASH* 


Low-Molecular-Weight O-Acetylserine Sulfhydrylase and Serine 
Sulfhydrylase of Saccharomyces cerevisiae Are the Same Pro- 
tein. SHUZO YAMAGATA 


Molecular Mechanisms of Pyrimidine Dimer Excision in Saccharo- 
myces cerevisiae: Excision of Dimers in Cell Extracts. RicHARD 
J. REYNOLDs, JACK D. LOVE, AND ERROL C. FRIEDBERG* 


Membranes 


Selective Inhibition of Carbohydrate Transport by the Local Anes- 
thetic Procaine in Escherichia coli. SANDRA GRANETT AND 
MERNA VILLAEREJO* 


Cytoplasmic Membrane Fraction That Promotes Septation in an 
Escherichia coli lon Mutant. Howarp I. ADLER,* ALICIA CAR- 
RASCO, WELDON CROW, AND JAMES S. GILL 


Penicillin-Binding Proteins of Rhodopseudomonas sphaeroides and 
Their Membrane Localization. WtILLIAM D. SHEPHERD, SAM- 
UEL KAPLAN,* AND JAMES T. PARK 


Dihydroxy and Monohydroxy Fatty Acids in Legionella pneumo- 
phila. R. MAYBERRY 
Defective Enzyme II-B° of the Phosphoenolpyruvate:Sugar Phos- 


hotransferase System Leading to Uncoupling of Transport and 
hosphorylation in Salmonella typhimurium. P.W. Postma 


Characterization of a Membrane-Associated Cytidine Diphosphate- 
Diacylglycerol-Dependent Phosphatidylserine Synthase in Ba- 
cilli. ANURADHA DuTT AND WILLIAM DowHAN* 


297-304 


578-588 


705-708 


289-296 


326-332 


354-362 


373-381 


382-389 


535-542 


a 
509-516 
563-568 
569-577 
682-684 
418-426 
517-525 


CONTENTS 


Cloning of Genes Involved in Membrane Lipid Synthesis: Effects of 
Amplification of Phosphatidylglycerophosphate Synthase in 
Escherichia coli. AKINORI OHTA, KAREN WAGGONER, ANNA 
RADOMINSKA-PYREK, AND WILLIAM DOWHAN* 


Physiology and Metabolism 


Reduced Cadmium Transport Determined by a Resistance Plasmid 
in Staphylococcus aureus. ZOFIA TYNECKA,* ZOFIA GOs, AND 
JOZEF ZAJAC 


Energy-Dependent Efflux of Cadmium Coded by a Plasmid Resist- 
ance Determinant in Staphylococcus aureus. Zoria Ty- 
NECKA,* ZOFIA GOS, AND JOZEF ZAJAC 


Assimilatory Sulfur Metabolism in Marine Microorganiems: Char- 
acteristics and Regulation of Sulfate Transport in Pseudomonas 
halodurans and Alteromonas luteo-violaceus. RUSSELL L. Cu- 
HEL,* CRAIG D. TAYLOR, AND HOLGAR W. JANNASCH 


Assimilatory Sulfur Metabolism in Marine Microorganisms: a Novel 
Sulfate Transport System in Alteromonas luteo-violaceus. 
RussELL L. CUHEL,* Craic D. TayLor, AND HOLGER W. 
JANNASCH .... 


Bacterial Degradation of 3,4,5-Trimethoxycinnamic Acid with Pro- 
duction of Methanol. Mark I. DONNELLY AND STANLEY 
DaGLEyY* 


Bacterial Degradation of 3,4,5-Trimethoxypheny bavetie and 3-Keto- 
lutaric Acids. Mark I. DONNELLY, PETER J. CHAPMAN, AND 
TANLEY DAGLEY* 


Effect of Oxygen on Acetylene Reduction by Photosynthetic Bacte- 
ria. AYALA HOCHMAN AND ROBERT H. Burris* 


Uptake and Metabolism of Sucrose by ar ay lactis. JOHN 
THOMPSON* AND BRUCE M. CHASSY 


Effects of B-Lactam Antibiotics on Peptidoglycan Synthesis i in Grow- 
ing Neisseria gonorrhoeae, Including Changes in the Degree of 
O-Acetylation. J. KEITH BLUNDELL AND Harotp R. 
PERKINS* 


Effect of Oxygen Radicals and Peroxide on larval After Ultra- 
violet Irradiation and Liquid Holding Recovery of Bacteroides 
fragilis. He J. K. SLapE, Davip T. JoNEs, AND Davip R. 


Lipid Intermediate in the Synthesis of the Lite Unit That Seles 
Teichoic Acid to Pe ee gp in Bacillis subtilis. Ian C. 


HANCOcCK,* GORDON WISEMAN, AND JAMES BADDILEY 
Enzymology 

Localization of an Amikacin 3’-Phosphotransferase in Escherichia 
coli. MicHAEL H. PERLIN AND STEPHEN A. LERNER* 


Purification and Characterization of the Membrane Adenosine Tri- 
hosphatase Complex from the Wild-Type and N,N’-Dicyclo- 
exylcarbodiimide-Resistant Strains of Streptococcus faecalis. 

RICHARD M. LEIMGRUBER, CHARLOTTE JENSEN, AND ADOLPH 
ABRAMS* . 


Bacitracin and Protease | in Relation to Dur- 
ing Exponential Growth of Bacillus licheniformis on Poorly 
Utilized Carbon and Nitrogen Sources. GEOFFREY W. HANLON 
AND NorMAN A. HopcEs* 


305-312 


313-319 


320-325 


552-562 
340-349 
350-353 
471-476 
477-481 
492-499 
633-641 
685-687 
363-372 
427-431 


CONTENTS 


Substrate Specificity of Citrate Lyase Deacetylase of Rhodopseu- 

domonas gelatinosa and Rhodopseudomonas palustris. 

a GIFFHORN,* THOMAS ZIMMERMAN, AND ANITA 
UHN 


Diverse Enzymological Patterns of Phenylalanine Biosynthesis in 
Pseudomonads Are Conserved in Parallel with Deoxyribonucleic 
Acid Homology Groupings. RosBert J. WHITAKER, GRAHAM S. 
Bync, RoBert L. GHERNA, AND R. A. JENSEN* 


Properties of the Bacillus licheniformis A5 Glutamine Synthetase 
Purified from Cells Grown in the Presence of Ammonia or 
Nitrate. Timotuy J. DONOHUE AND RoBertT W. BERNLOHR* 


Errata 


Glutamine Synthetase of Pseudomonads: Some Biochemical and 
Physicochemical Properties. J. M. MEYER aNnp E. R. 
STADTMAN 


A Family of r-Determinants in Streptomyces spp. That Specifies 
Inducible Resistance to Macrolide, Lincosamide, and Strepto- 
gramin Type B Antibiotics. Yukio FusJIsSAwA AND BERNARD 
WEISBLUM . 


Volume 147 Contents for September 1981 


Morphology and Ultrastructure 
A Novel Phenolic Glycolipid from Mycobacterium leprae Possibly 
Involved in Immunogenicity and Pathogenicity. SHIRLEY W. 
HUNTER AND PATRICK J. BRENNAN* 


Isolation and Development of Chlorosomes in the Green Bacterium 
Chloroflexus aurantiacus. SALLIE G. SPRAGUE, L. ANDREW 
STAEHELIN, MICHAEL J. DIBARTOLOMEIS, AND R. C. FULLER* 


Semiaerobic Induction of Bacteriochlorophyll Synthesis in the Green 
Bacterium Chloroflexus aurantiacus. SALLIE G. SPRAGUE, L. 
ANDREW STAEHELIN, AND R. C. FULLER* 


Developmental Cycle of Coxiella burnetii: Structure and Mor- 
phogenesis of Vegetative and Sporogenic Differentiations. 
Tuomas F. McCaut AND Jim C. 


Purification and Characterization of Surface Fibrils from Taxonom- 
ically Typical Actinomyces viscosus WVU627. Norio Ma- 
SUDA, RICHARD P. ELLEN,* AND D. A. GROVE 


Inhibitory Effect of Adenosine 3’,5’-Phosphate on Cell Division of 
Escherichia coli K-12 Mutant Derivatives. RyuTaro UtsuMi, 
Hrroyuki TANABE, YUMIKO NAKAMOTO, MAKOTO KAWAMU- 
KAI, HrrosHI SAKAI, Michio HIMENO, TOHRU KOMANO,* AND 
YUKINORI HIROTA 


Effects of Unsaturated Fatty Acids on the Morphogenesis of an 
Unsaturated Fatty Acid Auxotroph of Escherichia coli. 
YOSHITAKA KURIKI 


Genetics and Molecular Biology 
In Vitro Host Cell Reactivation of Bacteriophage T7 Deoxyribonu- 


cleic Acid by Repair-Deficient Strains of Escherichia coli. Lori 
A. DoDSON AND WARREN E. MASKER* 


Use of Gene Fusions to Study Expression of cysB, the Regulatory 
Gene of the Cysteine Regulon. GrazyNa JAGURA-BURDzY* 
AND DANUTA HULANICKA 


471-476 


526-534 


589-601 


709 


Number 3 


728-735 


1021-1031 


1032-1039 


1063-1076 


1095-1104 


1105-1109 


1121-1124 


720-727 


744-751 


4 


CONTENTS 


Transcriptional Inhibition and Production of Guanosine Polyphos- 
phates in Bacillus subtilis. Vircinia L. PRICE* AND LYLE R. 
BROWN 


Mutants of Myxococcus xanthus. Suzy Torti AND Davin R. 
ZUSMAN* 


Nucleotide Sequence of the for of 
Escherichia coli K-12. MicHAEL C. DEELEY AND CHARLES 
YANOFSKY* 

Physical Characterization of the iluHI Operon of Escherichia coli 


K-12. CHARLES H. SQuUIRES,* MAURILIO DEFELICE, SUSAN R. 
WESSLER, AND JOSEPH M. CALvo 


Genetics of the Glutamine Transport ain in Escherichia 
coli. Paut S. MASTERS AND JEN-SHIANG HoNnG* 


Spontaneous Mutators of Salmonella typhimurium LT2 lemeasted 
by Insertion of Transposable Elements. WILLIAM G. SHANA- 
BRUCH, IRMGARD BEHLAU, AND GRAHAM C. WALKER* 


Escherichia coli gal Operon Proteins Made After Prophage Louie 
Induction. CARL R. MERRIL,* Max E. GOTTESMAN, AND SAN- 
KAR L. ADHYA 


High-Affinity Arabinose of coli: 
Isolation and Gene Location. ABBot F. CLARK AND ROBERT 


Densiaitin of Abnormal Proteins in Peptidase- Deficient Mutants 
of Salmonella typhimurium. CHARLES G. MILLER* AND LouIS 


TnJ0 Insertions in the pfkB Region of Rathpiahie coli. FEvzi 
DALDAL AND DAN G. FRAENKEL* , 


Ability of Bacillus subtilis Protoplasts to a" Irradiated wer 
riophage Deoxyribonucleic Acid via Acquired and Natural En- 


zymatic Systems. R. E. YAsBIN,* B. J. ANDERSEN, AND B. M. 
SUTHERLAND 


An Amber Mutation in a nas Protein Gene: Ineffective Sup- 
pression Stimulates Operon-Specific Transcription. GENE- 
VIEVE DELCUVE AND PATRICK P. DENNIS* 


Analysis of Flagellar Genes in Pseudomonas aeruginosa ly tee of 
fla Plasmids and Conjugations. Masataka Tsupba,* To- 
MOKO OGUCHI, AND TETSUO IINO 


Escherichia coli Mutants in Which Transcription Is Der lean 6 on 
recA Function. BARBARA FROEHLICH* AND OLFGANG 


Plasmids and Transposons 


Cen of Replication-Deficient Deletion Derivatives of 
Mini-F. JURGEN EBBERS AND RUDOLF 
EICHENLAUB* . 

Cloning of the Genes for Penicillinese, penP and pen!I, of Bacillus 
licheniformis in Some Vector Plasmids and Their Expression in 
Escherichia coli, Bacillus subtilis, and Bacillus licheni- 
formis. TADAYUKI IMANAKA,* TASHIAKI TANAKA, HIROSHI 
TSUNEKAWA, AND SHUICHI AIBA 


Plasmid- and Chromosome-Mediated Dissimilation of Naphthalene 
and Salicylate in Pseudomonas putida PMD-1. Martua C. 
ZuNIGA, Don R. DuURHAM,* AND Rop A. WELCH 


752-756 


768-775 


787-796 


797-804 


805-819 


827-835 


875-887 


920-924 


925-930 


935-943 


949-953 


997-1001 


1008-1014 


1117-1120 


776-786 


836-843 


EPSTEIN ............ 
736-743 
off 


CONTENTS 


Tetracycline Resistance Transposon Tn/ 721: recA-Dependent Gene 

Amplification and Expression of Tetracycline Resistance. 
KARIN WIEBAUER, SYLVIA SCHRAML, STUART W. SHALES, AND 
RUDIGER ScHMITT* 


Analysis of Mini-D Plasmid Replication by Transposition Mutagen- 
esis. P. L. BeErcquist, R. A. Downarp, P. A. CAuGHEY, R. C. 
GARDNER, AND H. E. D. LANE* 


Selection and Characterization of ColE1 Plasmid Mutants That 
Exhibit Altered Stability and Replication. JosePpH INSEL- 
BURG 


Plasmid ColVBtrp Maintenance in Erwinia’ carotovora. 
N. N. SCHUKIN 


Translocatable Resistance to Mercuric and Phenylmercuric Ions in 
Soil Bacteria. A. J. Raprorp, JupiTH OLIVER, W. J. KELLY, 
AND D. C. REANNEY* 


Eucaryotic Cells 
Mitochondrial Biogenesis During Fungal Spore Germination: Res- 


piration and Cytochrome c Oxidase in Neurospora crassa. 
SuSAN STADE AND ROBERT BRAMBL* 


Characterization of 2-Aminoisobutyric Acid Transport in Neu- 
rospora crassa: a General Amino Acid Permease-Specific Sub- 


strate. SUSAN OGILVIE-VILLA, RUTH Mason DEBuSK,* AND 
A. Gis DEBusk 


Mechanism of Thiamine-Induced Respiratory Deficiency in Saccha- 
romyces carlsbergensis. ICHIRO NAKAMURA, NAOHIKO ISOBE, 
NoORIHISA NAKAMURA, TEWIRO KAMIHARA,” AND SABURO 
FUKUI 


Mating Types and Macrocyst Formation in Dictyostelium rosar- 
ium. Minc Tu CHANG AND KENNETH B. RaAPER* 


Isolation, Properties, Function, and Regulation of Endo-(1—3)-£- 
Glucanases in Schizosaccharomyces pombe. BONN1 YEE REI- 
CHELT AND GRAHAM H. FLEET* 


Membranes 


Regulation of the OmpA Outer Membrane Protein of Escherichia 
coli. M.G. BEHER AND C. A. SCHNAITMAN* 


Hydrophobic Peptide Auxotrophy in Salmonella typhimurium. 
Lucia V. BRANES, JACKIE M. SOMERS, AND WILLIAM W. Kay* 


Purification and Disposition of a Surface Protein Associated with 
Virulence of Aeromonas salmonicida. W.W. Kay, J.T. Buck- 


LEY, E. E. IsHicuro, B. M. Puipps, J. P. L. MONETTE, AND T. 
J. TRust* 


The tsx Protein of Escherichia coli Can Act as a Pore for Amino 
Acids. MICHAEL W. HEUZENROEDER AND PETER REEVES* 


Physiology and Metabolism 


Interconversion of Components of the Bacterial Proton Motive Force 
by Electrogenic Potassium Transport. Evert P. BAKKER* AND 
WERNER E. MANGERICH 


Control of meta-Cleavage Degradation of 4-Hydroxypenylacetate in 
Pseudomonas putida. MicHAEL G. BARBOUR AND RONALD C. 
BaYLy* 


851-859 


888-899 


962-971 


1015-1020 


1110-1112 


757-767 


944-948 


954-961 


1049-1053 


1085-1094 


972-985 


986-996 


1077-1084 


1113-1116 


820-826 


844-850 


| 

“a 


CONTENTS 


Incorporation of Substrate Cell Lipid A Components into the Lipo- 
polysaccharide of Intraperiplasmically Grown Bdellovibrio bac- 
teriovorus. Davip R. NELSON AND SYDNEY C. RITTENBERG* 860-868 


Partial Characterization of Lipid A of Intraperiplasmically Grown 
Bdellovibrio bacteriovorus. Davin R. NELSON AND SYDNEY 
C. RITTENBERG* 869-874 


Pigments of Staphylococcus aureus, a Series of Triterpenoid Carot- 
enoids. JOHN H. MARSHALL* AND GREGORY J. WILMOTH 900-913 


Proposed Pathway of Triterpenoid Carotenoid Biosynthesis in 
Staphylococcus aureus: Evidence from a Study of Mutants. 
JOHN H. MARSHALL* AND GREGORY J. WILMOTH _. 914-919 


Production of Amino Acids by Analog-Resistant Mutants of the 
Cyanobacterium Spirulina platensis. GIOVANNA RICCARDI,* 
StLvio SorA, AND ORIO CIFERRI 1002-1007 


Coat Protein Synthesis During Sporulation of Bacillus oubtilis: 
Immunological Detection of Soluble Precursors to the 12,200- 
Dalton Spore Coat Protein. RoBERT C. GOLDMAN* AND Don- 
ALD J. TIPPER 


Effects of Lipophilic Cations on Motility and Other Physiological 
Properties of Bacillus subtilis. ARIEH ZARITSKY AND ROBERT 
M. MacnaB* 


Biosynthesis of Bacterial Glycogen: Activator Specificity of the 
Adenosine Diphosphate Glucose Pyrophosphorylases from the 
Genus Rhodospirillum. Jack PREISS* ELAINE 


GREENBERG 711-719 


Guanylate Cyclase Activity in coli Defective 
in Adenylate Cyclase. V.Maccuia, G. Caputo, E. MANDATO, 
A. Rocino, SANKAR ADHYA, AND IRA PasTAN* ; 


* Asterisk refers to person to whom inquiries regarding the paper should be addressed. 


{ 
| 
1040-1048 
1054-1062 
Enzymology 
931-934 
as 


AB, Geert, 782 
Agabian, Nina, 163 
Ahmad, Fazal, 933 
Ahmad, Patricia M., 933 
Ainsworth, Teresa, 333 
Allen, Peter Z., 796 
Ames, Peter, 728 

Amy, Nancy Klein, 274 
Arceneaux, J. E. L., 527 
Ash, Greg, 30 

Austen, R. A., 333 
Ayling, P. D., 514 


Baddiley, James, 406 

Banner, Carl D. B., 341 

Bardwell, Eva, 739 

Barth, Peter T., 769 

Beaman, Blaine L., 600 

Beatty, J. Thomas, 584 

Bek, Franz, 183 

Bender, Robert A., 734 

Bennett, P., 788 

Bergman, Kostia, 728 

Bernlohr, Robert W., 174, 365 

Bertram, Kenneth C., 406 

Binnerts, J. S., 58 

Birmingham, V. A., 301 

Bos, Cees J., 594 

Bott, Kenneth, 624 

Botta, G., 10 

Boudreaux, Don P., 480 

Bourgeois, A. Louis, 600 

Brandriss, Marjorie C., 241 

Braun-Breton, Catherine, 845, 
853 

Brewster, James M., 897 

Brill, Winston J., 884 

Brown, Alfred E., 724 

Brunton, J., 788 

Buck, Gregory A., 131, 143, 153 

Buckley, J. T., 333 

Bulawa, Christine E., 391 

Burke, Kathleen A., 724 

Butz, Ursula, 183 

Byers, B. R., 527 


Canale-Parola, E., 109, 117 
Canepari, P., 10 

Cannon, Gordon C., 572 
Carr, Noel G., 980 
Carreira, L. A., 508 
Chamberlain, J. B., 333 
Champe, Sewell P., 629 
Chapman, Peter J., 72 


AUTHOR INDEX 
VOLUME 148 


Clark, Alvin J., 386 

Clark, David, 521 

Clayton, Nancy-Lee, 804, 812 
Concino, Michael F., 220 
Connelly, Mark C., 796 
Conrad, Robert S., 487 
Cook, William R., 365 

Costa, John J., 124 

Cox, Graeme B., 1, 30 


Dabbs, Eric R., 379 

Danchin, Antoine, 753 
Dazzo, Frank B., 697 
Deguchi, Yoriko, 64 
Denis-Duphil, Michéle, 659 
Diekert, Gabriele, 459 
Donohue, Timothy J., 174 
Downie, J. Alan, 1 

Downie, J. Allan, 30 
Drummond, Margaret C., 861 


Eagon, Robert G., 995 
Ensley, B. D., 508 
Eshdat, Yuval, 308 


Fahlbusch, K., 371 
Falkinham, Joseph O., III, 736 
Falkow, Stanley, 877 
Fayle, David R. H., 30 
Filer, David, 1006 

Finan, Turlough M., 193 
Finnerty, W. R., 508 
Fischer, Randy S., 1002 
Fitz-James, Philip C., 341 
Fontana, R., 10 

Foster, John W., 394, 670 
Francis, Marilyn, 998 
Freese, Ernst, 480 
Freundlich, Martin, 998 
Frick, Kevin K., 498 
Fultz, Patricia N., 210 
Furano, Anthony V., 1006 
Furutani, Yasuji, 450 


Gaines, C. G., 527 
Ganong, Barry R., 391 
Gebrosky, Janet, 639 
Gest, Howard, 584 
Gibson, Frank, 30 
Gilleland, H. E., Jr., 487 
Goldie, A. Hughes, 720 


Gomez-Eichelmann, M. Carmen, 


745 


Goodgal, Sol H., 220 
Gopinathan, K. P., 716 
Gordon, Joyce K., 435, 884 
Gottesman, Susan, 265 
Gottschalk, G., 371 
Goulbourne, Eric A., Jr., 837 
Greenberg, E. P., 837 
Grinsted, J., 788 

Groman, Neal B., 131, 143, 153 
Gruber, Max, 782 

Giide, Hans, 572 
Guidi-Rontani, Chantal, 753 
Guild, Walter R., 232 
Gunge, Norio, 988 

Gupta, Manju, 980 


Hackstadt, Ted, 419 

Hall, Carol V., 941 

Hall, Geraldine C., 361 
Halpern, Ethan, 265 
Hancock, Ian C., 406 
Hansen, J. Norman, 465 
Harada, Wakako, 678 
Harwood, C. S., 109, 117 
Hashimoto, Hajime, 534 
Hazum, Shulamith, 232 
Head, Judy, 283 

Hecht, David W., 559 
Hedstrom, Richard C., 995 
Hegeman, G. D., 904, 991 
Hendson, Mavis, 374 
Henriques, J. A. P., 248 
Herve, Guy, 659 

Hespell, R. B., 541 

Hirota, Norifumi, 399 
Hoch, James A., 624 
Hoffman, Joshua H., 365 
Hoffman, P. S., 508 
Hoffman, Paul S., 736 
Hofnung, Maurice, 845, 853 
Holley, Elizabeth A., 394 
Hook, Leonard A., 572 
Howard-Flanders, Paul, 739 
Hrabak, Estelle M., 697 


lino, Tetsuo, 973 

Ike, Yasuyoshi, 534 
Imae, Yasuo, 399 
Inoue, Satoru, 450 
Inouye, Masayori, 678 
Inouye, Sachiye, 413 
Inouye, Sumiko, 678 
Irwin, R. M., 508 
Ishiguro, E. E., 333 


= 
i 


ii AUTHOR INDEX 


Ishiguro, Naotaka, 383 
Ishimoto, Makoto, 762 


Jackowski, Suzanne, 926 
Jacques, Nicholas A., 912 
Janzer, Janice, 283 
Jensen, Roy A., 361 
Jordan, D. Carlyle, 193 


Kadner, Robert J., 203 
Kaji, Akira, 983 

Kane, James F., 1002 
Katz, Edward, 670 

Kay, W. W., 333 

Keith, Duane E., Jr., 869 
Kemper, Jost, 210 
Keynan, Alex, 443 

Kim, Y. M., 904, 991 
Kolodrubetz, David, 472 
Konheiser, Ursula, 459 
Konisky, J., 817 
Konisky, Jordan, 498 
Krajewski, C., 684 
Kubitschek, H. E., 730 
Kunz, Daniel A., 72 
Kurtz, Myra Berman, 629 


Lampson, Bert C., 559 
Lane, Candace M., 572 
Langman, Lyndall, 30 
Lanka, Erich, 769 
Larkin, John M., 572 
Lascelles, June, 724 
Lasko, Paul F., 241 
Lepouce, Elisabeth, 853 
Liao, Hans H., 919 
Lindgren, David M., 950 
Lipke, Peter N., 889 
Lipsky, R. H., 1012 
Lodge, J. S., 527 
Longmire, Maria E., 869 
Losick, Richard, 341 


MacGregor, Carolyn H., 551 


Magnes, R. M., 374 
Maloy, Stanley R., 83 
Mans, A., 58 


Mathien-Shire, Yolande, 659 


Matsuura, Shusuke, 399 
McCarthy, David, 804, 812 
McCully, Vicki, 639, 647 
McElhaney, Gail E., 551 
Melzer, M., 684 

Michel, Jam_s L., 124 
Milhausen, Michael, 163 
Mink, Ronald W., 541 
Misono, Haruo, 43 
Mitsuhashi, Susumu, 534 
Mizushima, Shoji, 712 
Mochizuki, Noriko, 399 


Moore, Richard A., 435 
Morgan, Edward A., 897 
Morgan, T. V., 508 
Moring, Stephen E., 600 
Morishita, Takashi, 64 
Morris, Sheldon L., 465 
Morse, Stephen A., 796 
Moustacchi, E., 248 
Murphy, John R., 124 
Mutoh, Norihiro, 399 


Nakamura, Shinichi, 450 
Nakazawa, Atsushi, 413 
Nakazawa, Teruko, 413 
Newman, Thomas, 998 
Niwa, Osami, 988 

Notani, Nihal K., 804, 812 
Nunn, William D., 83 


Ohue, Tomio, 450 
Oostra, Ben A., 782 


Parisi, Joseph T., 559 
Pattee, P. A., 294, 301 
Piechulla, Karl, 459 
Pierucci, O., 684 
Portnoy, Daniel A., 877 
Postma, P. W., 257 
Prakash, Louise, 618 


Quackenbush, Robert L., 498 


Querini, C., 684 


Raetz, Christian R. H., 391 
Ramakrishnan, T., 716 
Rappuoli, Rino, 124 
Redborg, A. Heger, 817 
Reeves, Michael W., 861 
Reysset, Gilles, 653 
Ribbons, Douglas W., 72 
Rickert, M., 684 
Robbins, Jeff, 559 
Roberts, C. M., 647 
Roberts, Clive F., 594 
Rock, Charles O., 926 
Rosenberg, Eugene, 5! 
Rosenberg, Harry, 1 
Rosenberg, Mel, 51 
Rosenbluh, Amy, 341 
Rosenthal, R., 1012 


Sakaguchi, Kenji, 988 
Sakurai, Toshizo, 64 


Sanderson, Kenneth E., 283 


Sandler, Naomi, 443 
Sanwal, Bishnu D., 720 
Sato, Gihei, 383 

Satta, G., 10 

Schleif, Robert, 472 


J. BACTERIOL. 


Scholte, B. J., 257 
Schuitema, A. R., 257 
Senior, Alan E., 30 
Setlow, Barbara, 20 
Setlow, Jane K., 804, 812 
Setlow, Peter, 20 

Shah, Vinod K., 884 
Sharon, Nathan, 308 
Shattuck-Eidens, Donna M., 203 
Shimizu, Masanao, 450 
Shively, Jessup M., 572 
Shockley, Robert K., 995 
Sievert, R., 371 

Silver, Simon, 1 
Silverblatt, Fredric J., 308 
Simon, Melvin, 829 
Simon, Robert D., 315 
Slakhorst, Marijke, 594 
Smith, Michael D., 232 
Smith, Paul F., 610 

Soda, Kenji, 43 

Sokatch, David J., 639 
Sokatch, John R., 639, 647 
Sparrow, Carl P., 391 
Srivastava, Rakesh, 716 
Stark, Avishay A., 956, 966 
Stein, Daniel C., 796 
Stirling, Lynne A., 933 
Stoeckenius, Walther, 352 
Strohl, William R., 572 
Strominger, Jack L., 950 
Stroynowski, Iwona T., 91, 101 
Stuy, Johan H., 565 
Sutton, Ann, 998 

Suzuki, Takahito, 973 
Swerdlow, Bonnie Massey, 20 
Szekely, Elizabeth, 829 
Szumilo, Tadeusz, 368 


Tager, Morris, 861 
Takagi, Michiko, 762 
Tanizawa, Katsuyuki, 43 
Terrance, Kevin, 889 
Thauer, Rudolf K., 459 
Thompson, N. E., 294 
Thomson, Jennifer A., 374 
Thorner, Jeremy, 919 
Toyama, Seizen, 43 
Trisler, Patsy, 265 

Trust, T. J., 333 
Tsuchiya, Tomofusa, 762 
Tsukagoshi, Norihiro, 322 


Udaka, Shigezo, 322 
Uhlin, Bernt E., 386 
Ullmann, Agnes, 753 
Urbano, Maria R., 697 


Vaara, M., 426 
van Vliet, Adri J., 782 


VoL. 148, 1981 


Visser, Jaap, 594 
Vold, Barbara S., 869 


Wakim, Jubran, 1002 
Walter, Ronald B., 565 
Walther, R., 371 
Waxman, David J., 950 
Weaver, Craig A., 817 
Wilcox, David R., 618 
Wilkinson, Brian J., 610 
Williams, Jim C., 419 


Wilson, Frances E., 624 
Wittenberger, Charles L., 912 
Woldringh, C. L., 58 

Wood, Janet M., 193 
Wurster, Bernd, 183 


Yajima, Masako, 64 
Yamada, Hidehiko, 322 
Yamada, Hisami, 712 
Yamagishi, Jun-ichi, 450 
Yamamoto, Tatsumo, 983 


AUTHOR INDEX iii 


Yankofsky, Saul A., 956, 966 
Yanofsky, Charles, 941 
Yasuda, Masaaki, 43 
Yokota, Takeshi, 983 
Yoshikawa, Masanosuke, 383 
Young, Frank E., 796 

Yu, Fujio, 712 

Yura, Takashi, 64 


Zahler, S. A., 1012 
Zusman, David, 678 


-= 


SUBJECT INDEX 
VOLUME 148 


Acetate metabolism 
E. coli, 83 
fadR, 83 
Acinetobacter calcoaceticus 
adherence, 51 
hexadecane, growth on, 51 
Acinetobacter sp. strain HOi-N 
bioenergetics, 508 
Actinomycin D biosynthesis 
S. parvullus, 670 
tryptophan oxygenase activity, 670 
Acyl coenzyme A carboxylase 
P. shermanii, 933 
Adenosine 3’,5’-phosphate phosphodiesterase 
pheromone response, 919 
S. cerevisiae, 919 
Adenosine triphosphatase complex 
E. coli, 30 
Fy assembly, 30 
Adenosine §’-triphosphate pool 
C. burnetii, 419 
pH, 419 
substrate, 419 
Adenylate cyclase mutant 
>. coli, 753 
Adherence 
A. calcoaceticus grown on hexadecane, 51 
Aeromonas salmonicida 
high-temperature culturing, 333 
virulence, 333 
Aggiutination 
S. cerevisiae, 889 
Allyiglycine metabolism 
P. putida harboring a TOL plasmid, 72 
Amino acid biosynthetic pathways 
lactobacilli, 64 
Amino acid fermentation 
ATP-yielding pathways, 117 
marine spirochete, 109, 117 
Amino acid transport 
T. thioparus, 956, 966 
Ammonium transport 
A. vinelandii, 435 
Anabaena sp. strain 7120 
glutamate synthase, 980 
Aphanothece halophytica 
gliding motility, 315 
wall proteins in mot mutants, 315 
i-Arabinose transport 
E. coli, 472 
Aromatic biosynthetic enzyme complex 
B. subtilis, 527 
ferrisiderophore reductase, 527 
Aspergillus nidulans 
pdhC, 594 
pyruvate dehydrogenase complex, 594 
spore color mutants defective in germination and 
sexual development, 629 


yb mutants, 629 

Azotobacter vinelandii 
ammonium transport, 435 
methylammonium transport, 435 
nitrogenase, feedback inhibition of, 884 


Bacillus brevis 
cell wall alteration, 322 
protein release, 322 
Bacillus cereus 
iodoacetate, 465 
nitrosothiol, 465 
spore outgrowth, 465 
Bacillus dehydrogenase 
B. subtilis, 1002 
Bacillus licheniformis 
glutaminase, 365 
glutamine synthetase, 174 
Bacillus megaterium 
spores, 20 
Bacillus sphaericus 
L-ornithine:a-ketoglutarate 5-aminotransferase, 43 
Bacillus stearothermophilus 
penicillin-binding proteins, 950 
Bacillus subtilis 
aromatic biosynthetic enzyme complex, 527 
cell wall synthesis, 443 
DNA replication initiation, 443 
ferrisiderophore reductase, 527 
gln, 653 
glutamine-requiring mutants, 653 
0.4 kb gene, 341 
ksgA, 624 
penicillin-binding proteins, 950 
phage 63T DNA sequences, 91 
phages SP£, 1012 
rrnA, 624 
rRNA gene, linked cluster of, 624 
sporulation, 341 
teichoic acid synthesis, 406 
thyP3 integrated into, 101 
tRNA 
2-methylio- modification, 869 
thiolation, 869 
Bacteriophage #Cr30T 
C. crescentus, 734 
Bacteriophage lambda 
E. coli, 739 
recombination, 739 
Bacteriophage lambda adsorption 
E. coli, 853 
Bacteriophage lambda receptor 
E. coli lamB missense mutants, 845 
Bacteriophage 80a lysates 
competence-conferring factor, 294, 301 
S. aureus transformation, 294, 301 
Bacteriophage $3T 


4 
jad 


VoL. 148, 1981 


DNA sequences in B. subtilis, related phages, and 
Bacillus spp., 91 
thyP3 integrated into the B. subtilis chromosome, 
101 
Bacteriophage Tulb 
E. coli, 712 
lipopolysaccharide and receptor function, 712 
Bacteriophages SPB 
B. subtilis, 1012 
sup-3 or sup-44, 1012 
Beggiatoa alba 
carbon metabolism, 572 
Bilinear cell growth 
E. coli, 730 
Branched-chain keto acid dehydrogenase 
P. putida, 639, 647 
Buoyant density 
E. coli, 58 


Carbamyl phosphate synthetase-uracil-aspartate 
transcarbamylase 
S. cerevisiae, 659 
Carbon metabolism 
B. alba, 572 
Carbon monoxide dehydrogenase 
P. carboxydohydrogena, 904 
Carbon monoxide oxidation 
P. carboxydohydrogena, 991 
Caulobacter crescentus 
phage @Cr30T, 734 
polypeptide synthesis, 163 
Cell envelope lipid 
P. aeruginosa, 487 
polymyxin resistance, 487 
Cell wall 
alteration concomitant with protein release, 322 
B. brevis, 322 
Cell wall modification 
N. asteroides L-phase variants, 600 
Cell wall synthesis 
B. subtilis, 443 
Chemotaxis 
E. coli carrying the Cit plasmid, 383 
membrane potential, 837 
S. aurantia, 837 
tricarboxylic acids, 383 
chi mutants 
E. coli, 274 
molybdenum cofactor, 274 
Citric acid cycle 
R. capsulata, 584 
Clotting activity 
S. aureus, 861 
Coagulase 
staphylococcal clotting activity, 861 
Coenzyme A biosynthesis 
E. coli, 926 
Colicin Ia 
E. coli immunity, 817 
Colicin V gene 
cloning, 498 
Colony sorting 
enzymatic, 391 
Conjugation 


SUBJECT INDEX Vv 


lipopolysaccharide, 283 
protein, 283 
recipient capacity, 283 
S. typhimurium, 283 
Corynebacteriophage genomes 
mapping, 131 
Corynebacteriophages 
DNA fragment with diphtheria toxin gene, 153 
Corynebacteriophages and 
diphtheria tox operon, 124 
restriction mapping, 124 
Corynebacterium diphtheriae 
genetic elements, novel, 143 
transposons, 143 
Coxiella burnetii 
ATP pool, 419 
pH, 419 
substrate, 419 
cis-Crotylglycine metabolism 
P. putida harboring a TOL plasmid, 72 
Cytoplasmic membrane protein 
assembly, 551 
E. coli, 551 
nitrate reductase, 551 


7-phosphate syn- 
thase 

Anabaena sp. strain ATCC 29151, 361 
isozymes of, 361 

Deoxyribonucleic acid 
B. subtilis, 443 
flagellar-phase variation, 829 
fragment with diphtheria toxin gene, 153 
H. influenzae polypeptides, 220 
K. pneumoniae, 10 
phage ¢3T DNA sequences in B. subtilis, related 

phages, and Bacillus species, 91 

replication initiation, 10, 443 
Salmonella sp., 829 

Deoxyribonucleic acid gyrase 
E. coli, 450, 782 
nalidixic acid resistance, 450 
RNA synthesis, 782 

Deoxyribonucleic acid methylation 
mycobacteria, 716 

Deoxyribonucleic acid primase 
plasmid RP4, 769 

Deoxyribonucleic acid segments 
addition, deletion, substitution, 565 
H. influenzae, 565 

Deuterated trimethylamine 
M. barkeri, 371 
trideuteromethane formation, 371 

Dictyostelium discoideum 
folic acid deaminase, 183 
pterin deaminase, 183 

Diphtheria toxin gene 
corynebacteriophages, 153 

Diphtheria tox operon 
corynebacteriophages and 124 


Electrical potential 
E. coli membrane, 399 
lipopolysaccharide, 399 


il 


Electron transport 


vi . SUBJECT INDEX 


P. carboxydohydrogena, 991 
Enzymatic sorting of bacterial colonies labile activities, 
391 


Escherichia coli 


acetate metabolism, 83 
adenylate cyclase mutant, 753 
L-arabinose transport, 472 
ATPase complex, 30 
bilinear cell growth, 730 
buoyant density, 58 
chemotaxis, 383 
chi mutants, 274 
Cit plasmid, 383 
coenzyme A biosynthesis, 926 
colicin Ia immunity, 817 
cytoplasmic membrane protein assembly, 551 
DNA gyrase, 450, 782 
Fo, Fi, 30 
fad operon fusion, 521 
fadR, 83 
fatty acid degradation, 521 
filamentation, 265 
fimbriae, 308 
growth, 730 
heat-labile enterotoxin genes, 983 
heat-labile toxid-producing strains, 983 
hexose phosphate transport, 203 
ilvB operon, mutations in, 998 
lamB, 853 
lamB missense mutants, 845 
lipopolysaccharide and phage receptor, 712 
lipopolysaccharide mutants, 399 
Lon mutants, 265 
macromolecular synthesis, 684 
membrane potential, 399 
membrane protein assembly, 551 
minicells 
nalidixic acid, 745 
novobiocin, 745 
plasmid pBR322, 745 
molybdenum cofactor, 274 
nalidixic acid, 745 
nalidixic acid resistance, 450 
nitrate reductase, 551 
novobiocin, 745 
N-oxide reduction, 762 
phage lambda adsorption, 853 
phage lambda receptor, 845 
phage A-prophage recombination, 739 
phage Tulb receptor, 712 
phosphoenolpyruvate carboxykinase synthesis, 720 
pili, type 1, 308 
plasmid pBR322, 745 
proton translocation, 762 
Pst inorganic phosphate transport system, 1 
recA protein overproduction, 386 
recB21, 739 
recF 143, 739 
ribosomal protein L31, 379 
RNA synthesis, 782 
rpmE, 379 
rRNA operon 
IS] insert, 897 


Filamentation 


J. BACTERIOL. 


Tn9 insert, 897 

sulA and sulB, 265 

tricarboxylic acids, 383 

trpS, 941 

tryptophanyl-transfer ribonucleic acid synthetase, 
941 

uhp-lac operon fusions, 203 

uvurD152, 739 


Ethylenediaminetetraacetate 


P. aeruginosa outer membrane protein, 995 


Ethylenediaminetetraacetic acid 


outer membrane resistance, 426 
S. typhimurium, 426 


Excision repair 


S. cerevisiae mutants, 618 


Fo, F, 


ATPase complex, 30 
E. coli, 30 


Factor F430 


methanogenic bacteria, 459 


fad operon fusion 


E. coli, 521 


fadR 


acetate metabolism, 83 
E. coli, 83 


Fatty acid degradation 


E. coli, 521 


Fatty acids 


B. subtilis, 480 
sporulation, 480 


Ferrisiderophore reductase 


aromatic biosynthetic enzyme complex, 527 
B. subtilis, 527 


E. coli Lon mutants, 265 
sulA and sulB, 265 


Fimbriae 


dissociation and reassembly, 308 
E. coli, 308 


Flagellar hooks 


flaR, 973 
Salmonella spp., 973 


Flagellar-phase variation 


homology between DNAs, 829 
Salmonella sp., 829 


flaR 


flagellar hook formation, 973 
Salmonella spp., 973 


Folic acid deaminase 


D. discoideum, 183 


Fructosyltransferase 


S. salivarius, 912 


p-Galactonate catabolism 


mycobacteria, 368 


Gliding motility 


A. halophytica, 315 
wall proteins, 315 


gin mutations 


B. subtilis, 653 


Glutamate dehydrogenase 


B. subtilis, 1002 


Glutamate synthase 


VoL. 148, 1981 


Anabaena sp. strain 7120 heterocysts, 980 
Glutaminase 
B. licheniformis, 365 
Glutamine-requiring mutants 
B. subtilis, 653 
Glutamine synthetase 
B. licheniformis, 174 
Glutamine transport system 
methionine sulfoxide transport, 514 
S. typhimurium, 514 
Growth 
E. coli, 730 


Haemophilus ducreyi 
B-lactamase, 788 
plasmid pJB1, 788 
Haemophilus influenzae 
DNA segments, 565 
‘dination of surface polypeptides, 220 
plasmid RSF0885, 804, 812 
polypeptides involved in DNA uptake, 220 
tz «nsformation, 804, 812 
Heat-labile enterotoxin genes 
E. coli of human origin, 983 
molecular organization, 983 
Heat-labile toxid-producing Escherichia coli strains, 
983 
Hexadecane 
A. calcoaceticus, 51 
adherence, 51 
Hexose phosphate transport 
E. coli, 203 
uhp-lac operon fusions, 203 
levels 
B. megaterium spores, 20 
translocation 
E. coli, 762 
trimethylamine N-oxide reduction, 762 


S. typhimurium, 257 
ilvB operon 
E. coli mutants, 998 
Insertion sequence 
E. coli rRNA operon, insertion in, 897 
Iodination 
H. influenzae surface polypeptides, 220 
lodoacetate 
B. cereus spore outgrowth, 465 
Isopropylmatate isomerase 
S. typhimurium, 210 
subunits, 210 
Isozymes 
3-deoxy-p-arabinoheptulosonate 7-phosphate syn- 
thase of Anabaena sp. strain ATCC 29151, 361 


0.4 kb gene 
B. subtilis, 341 
Keto acid dehydrogenase, branched-chain 
lipoamide dehydrogenase, 639 
P. putida, 639, 647 
Killer deoxyribonucleic acid plasmids 
K. lactis, 988 


of a 


SUBJECT INDEX 


Klebsiella pneumoniae 
DNA replication initiation, 10 
lateral wall formation, 10 
mecillinam, 10 

Kluyveromyces lactis 


killer DNA plasmids, 988 
B. subtilis, 624 


Labile activity 
enzymatic sorting of bacterial colonies, 391 
8-Lactamase 
H. ducreyi, 788 
plasmid pJB1, 788 
Lactobacilli 
amino acid biosynthetic pathways, 64 
nutritionai requirements, 64 


E. coli, 853 
mapping, method for, 853 
lamB missense mutants 
E. coli, 845 
phage lambda, 845 
Lateral wall formation 
K. pneumoniae, 10 
mecillinam, 10 
Lectins 
N. gonorrhoeae, 796 
L-form variants 
cell wall modification, 600 
N. asteroides, 600 
Lipid 
P. aeruginosa, 487 
polymyxin resistance, 487 
Lipoamide dehydrogenase 
branched-chain keto and dehydrogenase, 639 
P. putida, 639 
Lipopolysaccharide 
conjugation, 283 
E. coli, 712 
E. coli mutants, 399 
phage Tulb receptor, 712 
R. trifolii, 697 
S. typhimurium, 283 
transmembrane electrical potential, 399 
trifoliin A interaction, 697 
Lipopolysaccharide-outer membrane protein 
EDTA extractable, 995 
P. aeruginosa, 995 


Macrclide, lincosamide, streptogramin resistance plas- 
mid 
pNE131, 559 
S. epidermidis, 559 
Macromolecular synthesis 
E. coli, 684 
Mecillinam 
DNA replication initiation, 10 
K. pneumoniae, 10 
lateral wall formation, 10 
Membrane 
E. coli, 399 
electrical potential, 399 
lipopolysaccharide, 399 


ae 


viii SUBJECT INDEX 


Membrane fatty acids 

B. subtilis, 480 

sporulation, 480 
Membrane potential 

chemotaxis, 837 

S. aurantia, 837 
Membrane protein 

assembly, 551 

E. coli, 551 

nitrate reductase, 551 
Membranes 

B. stearothermophilus, 950 

B. subtilis, 950 

penicillin-binding proteins, 950 
Methanobrevibacter smithii 

factor F430, 459 

nickel requirement, 459 
Methanocococcus vannielii 

factor F430, 459 

nickel requirement, 459 
Methanogenic bacteria 

factor F430, 459 

nickel requirement, 459 
Methanosarcina barkeri 

factor F430, 459 

nickel requirement, 459 

trideuteromethane formation, 371 
Methanospirillum hungatii 

factor F430, 459 

nickel requirement, 459 
Methicillin susceptibilities 

peptidoglycan syntheses, 610 

S. aureus, 610 
Methionine sulfoxide transport 

glutamine transport system, 514 

methionine transport system, 514 

S. typhimurium, 514 
Methionine transport system 

methionine sulfoxide transport, 514 

S. typhimurium, 514 
Methylamine 

M. barkeri, 371 

trideuteromethane formation, 371 
Methylammonium transport 

A. vinelandii, 435 
2-Metylthio- modification 

B. subtilis tRNA’s, 869 
Minicells 

E. coli, 745 

nalidixic acid, 745 

novobiocin, 745 

plasmid pBR322, 745 
Molybdenum cofactor 

E. coli chi mutants, 274 
Monovalent cations 

B. megaterium spores, 20 
Motility 

nodule formation, 728 

R. meliloti, 728 
mot mutants 

A. halophytica, 315 

wall proteins, 315 
Mutagenesis 

transposon Tn7 inserted into a Vibrio species, 374 


J. BACTERIOL. 


Mutant detection by in situ colony assay, 391 
Mycobacteria 

DNA methylation, 716 

p-galactonate catabolism, 368 
Myxococcus xanthus 

protein S, 678 


Nalidixic acid 
E. coli minicells, 745 
plasmid pBR322, 745 
Nalidixic acid resistance 
DNA gyrase, 450 
E. coli, 450 
Neisseria gonorrhoeae 
lectin, 796 
pyocin 103, 796 
wheat germ agglutinin, 796 
Nickel requirement 
methanogenic bacteria, 459 
Nicotinic acid phosphoribosyltransferase 
pncB, 394 
S. typhimurium, 394 
Nitrate reductase 
E. coli, 551 
post-translational processing, 551 
S. aureus, 724 
Nitrogenase 
A. vinelandii, 884 
feedback inhibition, 884 
Nitrosothiol 
B. cereus spore outgrowth, 465 
Nocardia asteroides 
cell wall modification, 600 
L-phase variants, 600 
Nodule formation 
motility, 728 
R. meliloti, 728 
Novobiocin 
E. coli minicells, 745 
plasmid pBR322, 745 


L-Ornithine:a-ketoglutarate 5-aminotransferase 
B. sphaericus, 43 
Outer membrane 
EDTA resistance, 426 
S. typhimurium, 426 
Outer membrane protein-lipopolysaccharide complex 
EDTA extractable, 995 
P. aeruginosa, 995 
N-Oxide reduction 
E. coli, 762 
proton translocation, 762 


pdhC 
A. nidulans, 594 
Penicillin-binding proteins 
Bacillus membranes, 950 
Peptidoglycan syntheses 
methicillin susceptibility, 610 
S. aureus, 610 
pH 
C. burnetti, 419 
pH, 419 


4 


Vou. 148, 1981 SUBJECT INDEX ix 


Pheromone response acyl coenzyme A carboxylase, 933 
cAMP phospodiesterase, 919 Protein 
Phosphoenolpyruvate carboxykinase synthesis conjugation, 283 
E. coli, 720 S. typhimurium, 283 
mutation affecting, 720 Protein IIT“ 
Phosphoenolpyruvate-dependent glucose phospho- S. typhimurium, 257 
transferase system Protein production 
protein IIT“, 257 B. brevis, 322 
S. typhimurium, 257 cell wall alteration, 322 
Pili Protein S 
dissociation and reassembly, 308 M. xanthus, 678 
E. coli, 308 Protein synthesis 
Plasmid Cit C. cresentus, 163 
chemotaxis, 383 Proteus vulgaris 
E. coli, 383 tryptophanase induction, 736 
Plasmid pBR322 Proton translocation 
genetic expression in E. coli minicells, 745 E. coli, 762 
nalidixic acid, effect of, 745 trimethylamine N-oxide reduction, 762 
novobiocin, effect of, 745 Pseudomonas aerguinosa 
Plasmid pColV-B188 outer membrane protein-lipopolysaccharide com- 
cloning of colicin V gene, 498 plex, 995 
Plasmid pGK11 Pseudomonas aeruginosa 
K. lactis, 988 cell envelope lipid, 487 
Plasmid pGK12 polymyxin resistance, 487 
K. lactis, 988 Pseudomonas carboxydohydrogena 
Plasmid pJB1 carbon monoxide dehydrogenase, 904 
H. ducreyi, 788 CO oxidation, 991 
B-lactamase, 788 electron transport, 991 
Plasmid pNE131 Pseudomonas putida 
macrolide, lincosamide, streptogramin resistance, allylglycine metabolism, 72 
559 cis-crotylglycine metabolism, 72 
S. epidermidis, 559 keto acid dehydrogenase, branched-chain, 639, 647 
Plasmid Rms201 lipoamide dehydrogenase, 639 
segregation, 534 TOL plasmid, 72 
Plasmid RP4 PSO repair pathway 
DNA primase, 769 S. cerevisiae, 248 
Plasmid RSF0885 Pst inorganic phosphate transport 
H. influenzae transformation, 804, 812 E. coli, l - 
Plasmids genetic analysis, 1 
Y. enterocolitica, 877 Pterin deaminase 
od pestis, 877 D. discoideum, 183 
Plasmid TOL Pyocin 103 
P. putida, 72 p N. a 796 al 
xylDEGF operon lation, 413 'yrimidine dimer remov: 


S. cerevisiae mutants, 618 
Pyruvate dehydrogenase complex 
A. nidulans, 594 


xylS cloning, 413 
pncB 
S. typhimurium, 394 
Polymyxin resistance 
cell envelope lipid alterations, 487 


RAD repair pathwa 
P. aeruginosa, 487 


S. cerevisiae, 248 


Polypeptides recA protein overproduction 
DNA uptake, 220 E. coli, 386 
H. influenzae, 220 proteolytic activity, 386 
iodination, 220 Replication initiation 
Polypeptide synthesis DNA, 10 
Caulobacter development, 163 K. pneumoniae, 10 
Proline transport mecillinam, 10 
S. cerevisiae, 241 Respiratory chain composition 
Prophage-lambda recombination Acinetobacter sp. strain HO1-N, 508 
E. coli, 739 Rhizobium leguminosarum 
recB21, 739 succinate transport, 193 
recF 143, 739 Rhizobium meliloti 
uvrD152, 739 motility, 728 
Propionibacterium shermanii nodule formation, 728 


~ 
‘ 


x SUBJECT INDEX J. BACTERIOL. 


Rhizobium trifolii Spirochete 
lipopolysaccharide, 697 amino acid fermentation, 109 
trifoliin A, 697 amino acid fermentation, pathways of, 117 
Rhodopseud capsulata Spore outgrowth 
citric acid cycle, 584 B. cereus, 465 
Ribonucleic acid, transfer iodoacetate inhibition, 465 
B. subtilis, 869 nitrosothiol inhibitor, 465 
2-methylthio- modification, 869 Spores 
thiolaton, 869 B. megaterium, 20 
Ribosomal protein L31 levels, 20 
E. coli, 379 monovalent cation levels, 20 
rpmE, 379 Sporulation 
Ribosomal ribonucleic acid genes B. subtilis, 341, 480 
linked cluster in B. subtilis, 624 0.4 kb gene, 341 
Ribosomal ribonucleic acid synthesis membrane fatty acids, 480 
DNA gyrase, 782 Staphylococcal clotting factors, 861 
E. coli, 782 Staphylococcus aureus 
rpmE clotting activity, 861 
E. coli, 379 competence-conferring factor, 294, 301 
ribosomal protein L31, 379 methicillin susceptibilities of peptidoglycan syn- 
rrmnA theses, 610 
B. subtilis, 624 nitrate reductase, 724 
rrn operon peptidoglycan syntheses, 610 
E. coli, 897 phage 80a lysates, 294, 301 
IS/ insert, 897 transformation, 294, 301 
Tn insert, 897 Staphylococcus epidermidis 
* macrolide, lincosamide, streptogramin resistance, 
559 
Saccharomyces cerevisiae plasmid pNE131, 559 
agglutination, 889 Streptococcus salivarius 
cAMP phospodiesterase, 919 fructosyltransferase, 912 
carbamyl phosphate synthetase-uracil-aspartate Streptococcus spp. 
transcarbamylase, 659 tet determinants, homology among, 232 
excision repair, 618 Streptomyces parvullus 
pheromon response, 919 actinomycin D biosynthesis, 670 
proline transport, 241 tryptophan oxygenase activity, 670 
PSO repair pathway, 248 Succinate transport 
pyrimidine dimer removal, 618 R. leguminosarum, 193 
RAD repair pathway, 248 sulA and sulB 
URA2 gene cluster product, 659 E. coli Lon mutants, 265 
Salmonella sp. filamentation, 265 
DNA, 829 sup-3, sup-44 
flagellar-phase variation, 829 phages SPZ, 1012 
Salmonella spp. 
flagellar hook formation, 973 
flaR, 973 Teichoic acid synthesis 
Salmonella typhimurium B. subtilis protoplasts, 406 
conjugation, 283 tet determinants 
EDTA resistance, 426 homology, 232 
glutamine transport system, 514 streptococcal conjugative elements, 232 
isopropylmalate isomerase subunits, 210 Thiobacillus thioparus 
lipopolysaccharide, 283 amino acid auxotroph isvlation method, 956 
methionine sulfoxide transport, 514 amino acid transport, 956, 966 
methionine transport system, 514 Thiolation 
outer membrane, 426 B. subtilis tRNA’s, 869 
phosphoenolpyruvate-dependent glucose phospho- Thymidylate synthetase gene 
transferase system, 257 B. subtilis, 101 
pncB, 394 phage $3T, 101 
protein, 283 thyP3 
protein III, 257 integration into the B. subtilis chromosome, 101 
Selenomonas ruminantium phage $3T, 101 
long-term mutant starvation, 541 tox 
Spirochaeta aurantia corynebacteriophages, 153 
chemotaxis, 837 tox operon 
membrane potential, 837 corynebacteriophages £. and Byi,, 124 


‘ 
4 
: 
. \ 


VoL. 148, 1981 SUBJECT INDEX xi 


Transfer ribonucleic acid trpS, 941 
B. subtilis, 869 tuf 
2-methylthio- modification, 869 duplication in gram-negative bacteria, 1006 
thiolation, 869 

Transformation uhp-lac operon fusions 
competence-conferring factor, 294, 301 E. coli, 203 
H. influenzae, 804, 812 hexose phosphate transport, 203 
plasmid RSF0885, 804, 812 URA2 gene cluster product 
S. aureus, 294, 301 S. cerevisiae, 659 

Transposons 
C. diphtheriae, 143 Vibrio species 

Transposon Tn7 mutagenesis by insertion of Tn7, 374 
mutagenesis by insertion into a Vibrio species, 374 —_—- Virulence 

Transposon Tn9 A. salmonicida cultured at high temperature, 333 
E. coli rRNA operon, insertion in, 897 

Trideuteromethane formation Wall proteins 
deuterated trimethylamine, 371 A. halophytica mot mutants, 315 
M. barkeri, 371 Walsby’s square bacterium, 352 
methylamine, 371 Wheat germ agglutinin 

Trifoliin A N. gonorrhoeae, 796 
lipopolysaccharide interaction, 697 
R. trifolii, 697 xylDEGF operon 

trpS P. putida, 413 
E. coli, 941 regulation, 413 
tryptophanyl-transfer ribonucleic acid synthetase, xy/S 

941 cloning, 413 

Tryptophanase induction plasmid TOL, 413 

P. vulgaris xylDEGF operon regulation, 413 
short cells, 736 
swarm cells, 736 yb mutants 

Tryptophan oxygenase activity A. nidulans, 629 
actinomycin D biosynthesis, 670 Yersinia enterocolitica 
S. parvullus, 670 plasmids, 877 


Tryptophanyl-transfer ribonucleic acid synthetase Yersinia pestis 
E. coli, 941 plasmids, 877 


= 
i 


Month 


October 
November 
December 


INDEX TO DATE OF ISSUE 


Date of Issue Pages 


13 October 1981 1-398 
13 November 1981 399-743 
16 December 1981 745-1016 


= 


JOURNAL 


OF 


BACTERIOLOGY 


VGLUME 148 


WASHINGTON, DC 20006 


1981 


JOURNAL OF BACTERIOLOGY 


VOLUME 148 @ 1981 


EDITORIAL BOARD 


Stanley C. Holt, Editor (1982) 
University of Massachusetts, Amherst 
Samuel Kaplan, Editor (1983) 
University of Illinois, Urbana 
June J. Lascelles, Editor (1984) 
University of California, Los Angeles 


Simon Silver, Editor-in-Chief (1982) 
Washington University, St. Louis, Mo. 


Elizabeth McFall, Editor (1985) 
New York University, New York, N.Y. 
Donald P. Nierlich, Editor (1982) 
University of California, Los Angeles 
Allen T. Phillips, Editor (1985) 
Pennsylvania State University, 
University Park 


Robert Rownd, Editor (1985) 
Northwestern Medical School 
Chicago, Il. 

Paul S. Sypherd, Editor (1984) 
University of California, Irvine 


Mark Achtman (1982) 
James Akagi (1982) 
David Apirion (1982) 
Arthur I. Aronson (1982) 
Gad Avigad (1983) 
Stephen D. Barbour (1982) 
Manfred E. Bayer (1982) 
Claire M. Berg (1983) 
Robert W. Bernlohr (1982) 
Terry J. Beveridge (1982) 
Dale C. Birdsell (1981) 
Edwin Boatman (1983) 
Winfried Boos (1982) 

H. D. Braymer (1982) 

Jean Brenchley (1983) 
Patrick J. Brennan (1981) 
Robert P. Burchard (1982) 

1. D. J. Burdett (1982) 
Richard O. Burns (1983) 
Ercole Canale-Parola (1982) 
A. M. Chakrabarty (1983) 
Murray S. Cohn (1982) 

John W. Costerton (1983) 
Anthony R. Crofts (1982) 
John E. Cronan, Jr. (1983) 
Lolita Daneo-Moore (1981) 
Daniel V. Der Vartanian (1982) 
Walter J. Dobrogosz (1982) 
W. D. Donachie (1982) 

W. Ford Doolittle (1982) 

J. Allan Downie (1982) 
Gerhart Drews (1982) 
Charles Earhart (1981) 

A. Eisenstark (1982) 

David P. Fan (1981) 

Walton L. Fangman (1981) 
John D. Foulds (1982) 


Ann Ganesan (!982) 

J. F. Gardner (1981) 

Robert Gennis (1982) 

Bijan K. Ghosh (198i) 
David T. Gibson (1981) 
Harry E. Gilleland, Jr. (1982) 
Patricia L. Grilione (1982) 
Walter R. Guild (1981) 
Tadayo Hashimoto (1982) 
Gerald L. Hazelbauer (1981) 
Charles E. Helmstetter (1982) 
Ulf Henning (1982) 

Peter Hirsch (1982) 

Bruce Holloway (1982) 
Philip Hylemon (1982) 
Karin thier (1981) 

Joseph Inselburg (1981) 
Robert J. Kadner (1982) 
Eva R. Kashket (1981) 
Donald L. Keister (1983) 
Edward Kellenberger (1982) 
David E. Kennell (1983) 
Jordan Konisky (1981) 

K. W. Knox (1982) 

Thomas G. Lessie (1982) 
Donald R. Lueking (1981) 
Ben J. J. Lugtenberg (1983) 
Carolyn MacGregor (1981) 
Manley Mandel (1981) 
Barry Marrs (198!) 

Ann Matthysse (1982) 

Neil H. Mendelson (1981) 
Sally Ann Meyer (1981) 
Robert V. Miller (1981) 
David Mount (1982) 

R. G. E. Murray (1983) 
Walter G. Niehaus, Jr. (1981) 
Hiroshi Nikaido (1981) 


John H. Nordin (1982) 
Sunil Palchaudhuri (1982) 
Leo Parks (1982) 

Martin Pato (1981) 

Olga Pierucci (1981) 
Patrick J. Piggot (1981) 
William S. Reznikoff (1982) 
Palmer Rogers (1981) 
Burton Rosan (1981) 

Barry P. Rosen (1983) 
Harry Rosenberg (1982) 
Antoinette Ryter (1982) 
Abigail Salyers (1981) 
Gene A. Scarborough (1982) 
June R. Scott (1981) 
Jane K. Setlow (1981) 
Peter Setlow (1981) 
J. A. Shapiro (1982) 
Lucille Shapiro (1983) 
Douglas W. Smith (1983) 
Issar Smith (1981) 

Paul F. Smith (1982) 
Dieter G. Soll (1982) 

A. L. Sonenshein (1983) 
Brian G. Spratt (1982) 
Eric J. Stambridge (1981) 
Roger Storck (1981) 
Stanley Streicher (1983) 

I. W. Sutherland (1982) 
John L. Swanson (1981) 
Robert L. Switzer (1982) 
F. Robert Tabita (1981) 
Kenneth N. Timmis (1981) 
Alexander Tomasz (1983) 
James L. Van Etten (1982) 
James A. Wechsler (1981) 
Henry C. Wu (1981) 
Howard Zalkin (1982) 


Walter G. Peter Ill, Managing Editor 
Gisella Pollock, Assistant Managing Editor 


1913 I St.. NW, Washington, DC 20006 


Linda M. Illig, Production Editor 


Frederick C. Neidhardt, President (1981-1982) 


EX OFFICIO 


John C. Sherris, President-Elect (1981-1982) 


J. Mehsen Joseph, Secretary 


Brinton M. Miller, Treasurer 


The Journal of Bacteriology (ISSN 0021-9193), a publication 
of the American Society for Microbiology, 1913 I St. NW, 
Washington, DC 20006, is devoted to the advancement and 
dissemination of fundamental knowledge concerning bacteria 
and other microorganisms. Instructions to Authors are published 
in the January issue each year, reprints are available from the 
Editors and the Publications Office. The Journal is published 
monthly, and the twelve numbers are divided into four volumes 
per year. The nonmember subscription price is $140 per year. 
Single copies are $14. The member subscription price is $30 per 
year. Correspondence relating to subscriptions, reprints, defective 
copies, availability of back issues, lost or late proofs, disposition 
of submitted manuscripts, and general editorial matters should 
be directed to the ASM Publications Office, 1913 I St. NW, 
Washington, DC 20006 (area 202 833-9680). 


Second class postage paid at Washington, DC 20006, and at 
additional mailing offices. 

Made in the United States of America. 

Copyright © 1981, American Society for Microbiology. 

All Rights Reserved. 


The code at the top of the first page of an article in this journal 
indicates the copyright owner's consent that copies of the article 
may be made for personal use, or for personal use of specific 
clients. This consent is given on the condition, however, that the 
copier pay the stated per-copy fee through the Copyright Clear- 
ance Center, Inc., P.O. Box 765, Schenectady, New York 12301, 
for copying beyond that permitted by Sections 107 and 108 of 
the U.S. Copyright Law This consent does not extend to other 
kinds of copying, such as copying for general distribution, for 


advertising or promotional purposes, for creating new collective 
works. or for resale 


Volume 148 Contents for October 1981 Number 1 


Morphology and Ultrastructure 


Dissociation and Reassembly of Escherichia coli Type 1 Pili. 

YuvAL EsuHpDaT,* FREpRIC J. SILVERBLATT, AND NATHAN 

SHARON 308-314 
Gliding Motility in Aphanothece halophytica: Analysis of Wall Pro- 

teins in mot Mutants. RoBert D. Simon 315-321 


Morphological Alterations of Cell Wall Concomitant with Protein 
Release in a Protein-Producing Bacterium, Bacillus brevis 
47. HipEHIKO YAMADA, NoORIHIRO TSUKAGOSHI,* AND SHI- 
GEZO UDAKA 


Loss of Virulence During Culture of Aeromonas salmonicida at 
High Temperature. E. E. IsHicuro,* W. W. Kay, TERESA 
AINSWORTH, J. B. CHAMBERLAIN, R. A. AUSTEN, J. T. BUCKLEY, 
AND T. J. TRUST 


Walsby’s Square Bacterium: Fine Structure of an Orthogonal Pro- 
caryote. WALTHER STOECKENIUS 


General Microbiology 


Variation in Escherichia coli Buoyant Density Measured in Percoll 
Gradients. C. L. WoLDRINGH,* J. S. BINNERTsS, AND A. MANS 


Plant Microbiology 


Succinate Transport in Rhizobium leguminosarum. TURLOUGH M. 
FINAN,* JANET M. Woop, AND D. CARLYLE JORDAN 


Genetics and Molecular Biology 


Genetic Analysis of Mutants Affected in the Pst Inorganic Phosphate 
Transport System. GRAEME B. Cox,* HARRY ROSENBERG, J. 
ALLAN DOWNIE, AND SIMON SILVER 1-9 


Distribution of Bacteriophage 63T Homologous Deoxyribonucleic 
Acid Sequences in Bacillus subtilis 168, Related Bacteriophages, 
and Other Bacillus Species. Iwona T. STROYNOWSKI 91-100 


Integration of the Bacteriophage ¢3T-Coded Thymidylate Synthe- 
tase Gene into the Bacillus subtilis Chromosome. Iwona T. 
STROYNOWSKI 101-108 


Restriction Map of Corynebacteriophages 8. and fyi, and Physical 
Localization of the Diphtheria fox Operon. JOHN J. Costa, 
JAMES L. MICHEL, RINO RAPPUOLI, AND JOHN R. MurRPHY* 124-130 


Physical Mapping of 8-Converting and y-Nonconverting Corynebac- 
teriophage Genomes. GREGORY A. BucK AND NEAL B. 
GROMAN* 131-142 


Genetic Elements Novel for Corynebacterium diphtheriae: Special- 
ized Transducing Elements and Transposons. GREGORY A. 
Buck AND NEAL B. GROMAN* 143-152 


Identification of Deoxyribonucleic Acid Restriction Fragments of f- 
Converting Corynebacteriophages That Carry the Gene for 
Diphtheria Toxin. GreGoRrY A. Buck AND B. 
GROMAN* 153-162 


Exogenous Induction of the Escherichia coli Hexose Phosphate 
Transport System Defined by uhp-lac Operon Fusions. DONNA 
M. SHATTUCK-EIDENS AND ROBERT J. KADNER* 203-209 


* Asterisk refers to person to whom inquiries regarding the paper should be addressed 


322-332 
333-340 


CONTENTS 


Haemophilus influenzae Polypeptides Involved in Deoxyribonucleic 
cid Uptake Detected by Cellular Surface Protein Iodination. 
F. ConcINO* AND Sot H. GOODGAL 


Homology Among tet Determinants in Conjugative Somat of 
Streptococci. MIcHAEL D. SmitH, SHULAMITH HAzUM, AND 
WALTER R. GuILpD* 


Role of sulA and sulB in by of 
richia coli K-12. SUSAN GOTTESMAN,* ETHAN HALPERN, AND 
Patsy TRISLER 


Influence of Protein i in Cell on 
Recipient Capacity in Conjugation of Salmonella typhimu- 
rium. KENNETH E. SANDERSON,* JANICE JANZER, AND JUDY 


of a Competence-Conferring Factor of Bacteriophage Origin in 
Bacteriophage 80a _—- N. E. THOMPSON AND P. A. 
PATTEE* _.. 


Characterization of a Competence-Conferring Factor from Bac- 
teriophage 80a Lysates. V. A. BIRMINGHAM AND P. A. 
PATTEE* 


Identification of a in Bacillus subtilis by 
Construction of a Deletion Mutation in a Cloned Gene Under 
Sporulation Control. Amy ROSENBLUH, CARL D. B. BANNER, 
RICHARD LOsiCK,* AND PHILIP C. F1Tz-JAMES 


The Gene for Ribosomal Protein L31, rmpE, Is Located at 88.5 
Minutes on the Escherichia coli Chromosomal Linkage 
Map. Enric R. DABBs 


Overproduction of the Escherichia coli recA Protein Without 
timulation of Its Proteolytic Activity. BERNT E. UHLIN 
AND ALVIN J. CLARK* 


Genetic Mapping of the typhimurium pul 
JOHN W. FosTER* AND ELIZABETH A. HOLLEY 


Plasmids and Transposons 


Mutagenesis by Insertion of Drug Resistance Transposon Tn7 into 
a Vibrio Species. JENNIFER A. THOMPSON,* MAvis HENDSON, 
AND R. M. MAGNES needs 


Eucaryotic Cells 


Folic Acid and Pterin Deaminases in Dictyostelium discoideum: 
Kinetic Properties and Regulation by Folic Acid, Pterin, and 
Adenosine 3’,5’-Phosphate. BERND WURSTER,* FRANZ BEK, 
AND URSULA Butz 


Proline Transport in Saccharomyces cerevisiae. Pau F. Lasko 
AND MARJORIE C. BRANDRISS* 


Interactions Between Mutations for Sensitivity to Psoralen Photoad- 
dition (pso) and to Radiation (rad) in Saccharomyces cerevi- 
siae. J. A. P. HENRIQUES AND E. MoustTaccui* 


Membranes 
Assembly of the Adenosine Triphosphatase Complex in Escherichia 
coli: Assembly of Fo Is Dependent on the Formation of Specific 
F, Subunits. GRAEME B. Cox,* J. ALLAN DowNIE, LYNDALL 
LANGMAN, ALAN E. SENIOR, GREG Asn, Davin R. H. FAYLE, 
AND FRANK GIBSON 


220-231 


232-240 


265-273 


374-378 


183-192 


241-247 


248-256 


283-293 
294-300 
301-307 
341-351 
379-382 

add 

30-42 


CONTENTS 


Physiology and Metabolism 


Early Initiation of Deoxyribonucleic Acid Replication and Shorten- 
ing of Generation Time Associated with Inhibition of Lateral 
Wall Formation by Mecillinam. G. Satta,* G. Borta, P. Ca- 
NEPARI, AND R. FONTANA 


Levels of H" and Other Monovalent Cations in Dormant and Ger- 
minating Spores of Bacillus megaterium. BONNIE MASSEY 
SWERDLOwW, BARBARA SETLOW, AND PETER SETLOW* 


Role of Adherence in Growth of Acinetobacter calcoaceticus 
RAG-1 on Hexadecane. MEL ROSENBERG AND EUGENE 
ROSENBERG* 


Multiple Nutritional Requirements of Lactobacilli: Genetic Lesions 
Affecting Amino Acid Biosynthetic Pathways. TAkasHi Mor- 
ISHITA,* YORIKO DEGUCHI, MASAKO YAJIMA, TOSHIZO SAKURAI, 
AND TAKASHI YURA 


Metabolism of Allylglycine and cis-Crotylglycine by Pseudomonas 
putida (arvilla) mt-2 Harboring a TOL Plasmid. Dante A. 
Kunz,* Douc as W. RIBBONS, AND PETER J. CHAPMAN 


Role of Gene fadR in Escherichia coli Acetate Metabolism. STAN- 
LEY R. MALOoY AND WILLIAM D. NuNN* 


Branched-Chain Amino Acid Fermentation by a Marine Spirochete: 
Strategy for Starvation Survival. C.S. HARWoopD AND E. CAn- 
ALE-PAROLA* 


Adenosine 5’-Triphosphate-Yielding Pathways of Branched-Chain 
Amino Acid Fermentation by a Marine Spirochete. C.S. Har- 
WOOD AND E. CANALE-PAROLA* 


Regulation of Polypeptide Synthesis: During Caulobacter Develop- 
ment: Two-Dimensional Gel Analysis. MICHAEL MILHAUSEN 
AND NINA AGABIAN* 


Regulation of the Activity of the Bacillus lichenformis A5 Gluta- 
mine Synthetase. TimotHy J. DONOHUE AND Ropert W. 
BERNLOHR* 


Identification of the Molybdenum Cofactor in Chlorate-Resistant 
Mutants of Escherichia coli. NANcy KLEIN AMY 


Occ. -vence of an Inducible Glutaminase from Bacillus lichenifor- 
mis. WILLIAM R. Cook, JosHuA H. HOFFMAN, AND ROBERT 
W. BERNLOHR* 


Pathway for p-Galactonate Catabolism in Nonpathogenic Mycobac- 
teria. TADEUSZ SzUMILO 


Formation of Trideuteromethane from Deuterated Trimethylamine 
or Methylamine by Methanosarcina barkeri. R. WALTHER, K. 
FAHLBUSCH, R. SIEVERT, AND G. GOTTSCHALK* 


Lack of Chemotactic Response to Tricarboxylic Acids by Escherichia 
coli Carrying a Plasmid Determining Citrate Utilization. 
NaoTAKA IsHIGURO,* GIHEI SATO, AND MASANOSUKE 
YOSHIKAWA 


Enzymology 
Properties of Crystalline L-Ornithine:a-Ketoglutarate 5-Aminotrans- 
ferase from Bacillus sphaericus. MASAAKI YASUDA, KATSU- 


YUKI TANIZAWA, HARUO MISONO, SEIZEN TOYAMA, AND KENJI 
Sopa* 


10-19 


109-116 


117-123 


163-173 


179-182 


274-282 


365-367 


368-370 


371-373 


20-29 
51-57 
64-71 
72-82 
— 
383-385 
5 


CONTENTS 


Wild-Type Isopropylmalate Isomerase in Salmonella typhimurium 
Is Composed of Two Different Subunits. Patricia N. FULTZ 
AND Jost KEMPER* 


Isolation of IIIS of the 
Phosphotransferase System of Salmonella typhimurium. B. J. 
ScHoLTe, A. R. SCHUITEMA, AND P. W. PostTMA* 


Regulatory Isozymes of 3-Deoxy-D-Arabinoheptulosonate 7-Phos- 
phate Synthase in the Cyanobacterium Anabaena sp. Strain 
ATCC 29151. GERALDINE C. HALL AND Roy A. JENSEN* 


Enzymatic Sorting of Bacterial Colonies on Filter Paper Replicas: 
Detection of Labile Activities. CHRISTINE E. BULAWA, BARRY 
R. GANONG, CARL P. SPARROW, AND CHRISTIAN R. H. RAETz* 


Errata 


Pleiotropic Effects of Alkaline Phosphatase Regulatory Mutations 
phoB and phoT on Anaerobic Growth of and Polyphosphate 
Synthesis in Escherichia coli. GERALD ZUCKIER, EDWARD IN- 
GENITO, AND ANNAMARIA TORRIANI 


Genetic and Physiological Tests of Three Phosphate-Specific — 
port Mutants of Escherichia coli. GERALD ZUCKIER AND AN- 
NAMARIA TORRIANI 


Organic Nutrition of Beggiatoa sp. Dovuc.as C. NELSON AND Ricu- 
ARD W. CASTENHOLZ 


SP02 Particles Mediating Transduction of a Plasmid Containing 
SP02 Cohesive Ends. ROBERT MARRERO, FRANCIS A. CHIA- 
FARI, AND PAUL S. LOVETT 


Uptake and Metabolism of Sucrose by simone lactis. JOHN 


THOMPSON AND BRUCE M. CHASSY 


Volume 148 Contents for November 1981 


Morphology and Ultrastructure 


Cell Wall Modification Resulting from In Vitro Induction of L-Phase 
Variants of Nocardia asteroides. BLAINE L. BEAMAN,* A. 
Louis BOURGEOIS, AND STEPHEN E. MORING 


General Microbiology 


Inhibition of Bacillus cereus Spore Outgrowth by Covalent Modifi- 
cation of a Sulfhydryl Group by Nitrosothiol and Iodoacetate. 
SHELDON L. Morris AND J. NORMAN HANSEN* 


Plant Microbiology 


Growth-Phase-Dependent Immunodeterminants of Rhizobium tri- 
folii Lipopolysaccharide Which Bind Trifoliin A, a White Clover 
or ESTELLE M. HraBak, Maria R. URBANO, AND FRANK 

AZZO 


Competitive Adveitein Provided by Bacterial Motility i in the For- 
mation of Nodules by Rhizobium meliloti. PETER AMES AND 
KosTIA BERGMAN* 


Genetics ont Biology 


Cell Wall Synthesis and Initiation of Deoxyribonucleic Acid Repli- 
— in Bacillus subtilis. Naomi SANDLER AND ALEX 


210-219 


257-264 


361-364 


391-393 


397 
397 
397 
397 
9068 
Number 2 
465-471 
697-711 
728-729 
443-449 


CONTENTS 


New Nalidixic Acid Resistance Mutations Related to Deoxyribonu- 
cleic Acid Gyrase Activity. JUN-ICHI YAMAGISHI,* YASsUJI Fu- 


RUTANI, SATORU INOUE, Tomio OHUE, SHINICHI NAKAMURA, 
AND MASANAO SHIMIZU 


450-458 
L-Arabinose Transport Systems in Escherichia coli K-12. Davin 
KOLODRUBETZ AND ROBERT SCHLEIF* 472-479 
Methionine Sulfoxide Is Transported by High-Affinity Methionine 
and Glutamine Transport Systems in Salmonella typhimu- 
rium. P.D. AYLING 514-520 
Regulation of Fatty Acid Degradation in Escherichia coli: Analysis 
by Operon Fusion. Davip CLARK 521-526 
Addition, Deletion, and Substitution of Long Nonhomologous De- 
oxyribonucleic Acid Segments by Genetic Transformation of 
Haemophilus influenzae. JOHAN H. Stuy* aNpD RONALD B. 
WALTER 565-571 
Genetic Mapping of a Linked Cluster of Ribosomal Ribonucleic Acid 
Genes in Bacillus subtilis. FRANCES E. WILSON, JAMEs A. 
Hocu, AND KENNETH Bortt* 624-628 
New Class of Bacillus subtilis Glutamine-Requiring Mutants. 
GILLEs REYSSET. 653-658 
Deoxyribonucleic Acid Methylation in Mycobacteria. RAKESH 
Srivastava, K. P. GOPINATHAN, AND T. RAMAKRISHNAN* 716-719 
Improved Generalized Transducing Bacteriophage for Caulobacter 
crescentus. ROBERT A. BENDER 734-735 


Effects of recB21, recF143, and uvrD152 on Recombination in 


Lambda Bacteriophage-Prophage and Hfr by Crosses. PAuL 
HOWARD-FLANDERS* AND EvA BARDWELL 


739-743 


Plasmids and Transposons 


Molecular Cloning of Gene xylS of the TOL Plasmid: Evidence for 
Positive Regulation of the xyiDEGF Operon by xylS. 


INOUYE, ATSUSHI NAKAZAWA, AND TERUKO NAKAZAWA* 413-418 
Cloning of Immunity and Structural Genes for Colicin V. KeEvin K. 

Frick, ROBERT L. QUACKENBUSH, AND JORDAN KONISKY* 498-507 
Regular Segregation of Composite Plasmid Rms201. YAsuyosui 

IkE,* HAJIME HASHIMOTO, AND SUSUMU MITSUHASHI 534-540 


Characterization of a Macrolide, Lincosamide, and Streptogramin 
Resistance Plasmid in Staphylococcus epidermidis. JOSEPH T. 


Parisi,* JEFF Ropsins, BERt C. LAMPSON, AND Davip W. 
HECHT 


Eucaryotic Cells 


A Third Unlinked Gene Controlling the Pyruvate Dehydrogenase 
Complex in Aspergillus nidulans. CrEs J. Bos,* MARIJKE 
SLAKHORST, JAAP VISSER, AND CLIVE F. ROBERTS 


594-599 
Incision and Postincision Steps of Pyrimidine Dimer Removal in 
Excision-Defective Mutants of Saccharomyces cerevisiae. 
Davip R. WiILcox AND LOUISE PRAKASH* 618-623 


Dominant Spore Color Mutants of Aspergillus nidulans Defective 


in Germination and Sexual Development. Myra BERMAN 


KuURTz* AND SEWELL P. CHAMPE 629-638 


CONTENTS 


Proteolytically Induced Changes in the Molecular Form of the Car- 
bamyl Phosphate Synthetase-Uracil-Aspartate Transcarbamyl- 
ase Complex Coded for by the URA2 Locus in Saccharomyces 
cerevisiae. MICHELE DENIS-DUPHIL,* YOLANDE MATHIEN- 


Membranes 


Use of Lipophilic Cation-Permeable Mutants for Measurement of 
Transmembrane Electrical Potential in Metabolizing Cells of 
Escherichia coli. Norirum1 Hirota, SHUSUKE MATSUURA, 
Noriko MocuizukI, NORIHiRO MUTOH, AND YASUO IMAE* 


Synthesis of Teichoic Acid by Bacillus subtilis Protoplasts. 
KENNETH C. BERTRAM,* IAN C. HANCOCK, AND JAMES 
BADDILEY 


Increased Outer Membrane to 
acetate and Cations in Novel Lipid A Mutants. M. VAARA 


Effects of Growth Substrate and Respiratory Chain Composition on 
Bioenergetics in Acinetobacter sp. Strain HO1-N. B. D. En- 
SLEY, R. M. Irwin, L. A. CARREIRA, P. S. HorrMan, T. V. 
Morcan, AND W. R. FINNERTY* 


New Mechanism for Post-Translational Processing During eoently 
of a Cytoplasmic Membrane Protein? Carotyn H. Mac- 
GREGOR* AND GAIL E. MCELHANEY 


Role of Lipopolysaccharide in the Receptor Function for Bacterio- 
phage Tulb in Escherichia coli. Fusto Yu, Hisamt YAMADA, 
AND SHOJI MIzUSHIMA* 


Membrane and Cytoplasmic Nitrate Sehinians of Staphylococcus 
aureus and Application of Crossed Immunoelectrophoresis. 
KATHLEEN A. BURKE, ALFRED E. BROWN, AND JUNE 
LASCELLES* 


Physiology and Metabolism 


Stability of the Adenosine 5’-Triphosphate Pool in Coxiella burnetii: 
Influence of pH and Substrate. Trp HacksTapT AND JIM C. 
WILLIAMS* 


Ammonium and Methylammonium Transport by the Nitrogen-Fix- 
ing Bacterium Azotobacter vinelandii. Joyce K. GORDON* 
AND RICHARD A. MOORE 


Nickel Requirement and Factor F430 Content of Metheneguite Bac- 
teria. GABRIELE DIEKERT,* URSULA KONHEISER, KARL PIE- 
CHULLA, AND RuDOLF K. THAUER 


Sporulation in Bacillus subtilis Is Independent of Membrane Fatty 
Acid Composition. Don P. BoUDREAUX* AND ERNST FREESE 


Lipid Alterations in Cell Envelopes of Polymyxin-Resistant Pseu- 
domonas aeruginosa Isolates. ROBERT S. CONRAD AND H. E. 
GILLELAND, JR.* 


Ferrisiderophore Reductase Activity with an 
Biosynthetic Enzyme Complex in Bacillus subtilis. C. G. 
GAINES, J. S. LopcE, J. E. L. ARCENEAUX, AND B. R. BYERs* 


Long-Term Nutrient Starvation of Continuously Cultured {Glucose- 


Limited) Selenomonas ruminantium. RONALD W. MINK AND 
R. B. HESPELL* 


508-513 


551-558 


712-715 


724-727 


659-669 
399-405 
426-434 
459-464 
| 
| | 
527-533 
541-550 


CONTENTS 


Heterotrophic Carbon Metabolism by Beggiatoa alba. Wu iam R. 
STROHL,* Gorpon C. CANNON, Jessup M. HANs 
GUpe, LEonarD A. Hook, CANDACE M. LANE, AND JOHN M. 
LARKIN 572-583 
Biosynthetic and Bioenergetic Functions of Citric Acid Cycle Reac- 
tions in Rhodopseudomonas capsulata. J. THomMas BEATTY 
AND Howarp GEstT* 584-593 


Differential Methicillin Susceptibilities of Peptidoglycan Syntheses 
in Methicillin-Resistant Staphylococcus aureus. Pau. F. 
SMITH AND BRIAN J. WILKINSON* 610-617 


Control of Actinomycin D Biosynthesis in Streptomyces parvullus: 
Regulation of Tryptophan Oxygenase Activity. JoHN W. Fos- 
TER AND EDWARD KatTz* 670-677 


Development-Specific Protein S of Myxococcus xanthus: Purifica- 
tion and Characterization. Sumiko INOUYE, WAKAKO Har- 
ADA, Davip ZUSMAN, AND MASAYORI INOUYE* 678-683 


Comparison Among Patterns of Macromolecular Synthesis in Esch- 
erichia coli B/r at Growth Rates of Less and More than One 
Doubling per Hour at 37°C. O. Prerucci,* M. MEuzer, C. 
QUERINI, M. RICKERT, AND C. KRAJEWSKI 684-696 


Temperature-Sensitive Mutation Affecting Synthesis of Phospho- 
enolpyruvate Carboxykinase in Escherichia coli. A. HUGHES 
GOLDIE AND BIsHNU D. SANWAL* 720-723 


Bilinear Cell Growth of Escherichia coli. H. E. KuBitscHEeK 730-733 


Induction of Tryptophanase in Short Cells and Swarm Cells of 
Proteus vulgaris. PauLt S. HOFFMAN* AND JOSEPH O. FALK- 
INHAM III 


Enzymology 


Isolation of a Specific Lipoamide Dehydrogenase for a Branched- 
Chain Keto Acid Dehydrogenase from Pseudomonas putida. 
Joun R. Soxatcu,* Vicki McCuLiy, JANET GEBROSKY, AND 
Davip J. SOKATCH 639-646 


Purification of a Branched-Chain Keto Acid Dehydrogenase from 
Pseudomonas putida. JoHN R. Soxatcu,* Vicki McCuLLy, 
AND C. M. RoBEerRTs 647-652 


Volume 148 Contents for December 1981 


Genetics and Molecular Biology 


Isolation and Characterization of an Escherichia coli Mutant Af- 
fected in the Regulation of Adenylate Cyclase. CHANTAL GUIDI- 
RONTANI, ANTOINE DANCHIN, AND AGNES ULLMANN* 753-761 


Enhancement of Ribosomal Ribonucleic Acid Synthesis by Deoxy- 
ribonucleic Acid Gyrase Activity in Escherichia coli. BEN A. 
OostrRA,* ADRI J. VAN VLIET, GEERT AB, AND MAx GRUBER 782-787 


Homology Between the Invertible Deoxyribonucleic Acid Sequence 

That Controls Flagellar-Phase Variation in Salmonella sp. and 
Deoxyribonucleic Acid Sequences in Other Organisms. EL1za- 
BETH SZEKELY* AND MELVIN SIMON 829-836 


736-738 

ee Number 3 


CONTENTS 


In Vivo and In Vitro Functional Alterations of the Bacteriophage 
Lambda Receptor in JamB Missense Mutants of Escherichia 
coli K-12. CATHERINE BRAUN-BRETON AND MAURICE 
HoFNUNG* 


General Method for Fine Meusios of the Escherichia coli K- 12 
lamB Gene: Localization of Missense Mutations Affecting Bac- 
teriophage Adsorption. MAURICE HOFNUNG,* ELISABETH LE- 
POUCE, AND CATHERINE BRAUN-BRETON 


Thiolation and 2-Methylthio- Modification of Bacillus subtilis 
Transfer Ribonucleic Acids. BARBARA S. VoLD,* Maria E. 
LONGMIRE, AND DUANE E. KEITH, JR. 


Tn9 and IS/ Inserts in a Ribosomal Ribonucleic Acid Coan of 
Escherichia coli Are Incompletely Polar. JAMES M. BREWSTER 
AND EDWARD A. MoRGAN* 


Cloning and Characterization of the Gene for Eecherichia coli Tryp- 
tophanyl-Transfer Ribonucleic Acid Synthetase. CAROL V. HALL 
AND CHARLES YANOFSKY* 


Role of the flaR Gene in Flagellar Hook Sacnition } in Gciaiialils 
spp. TAKAHITO SUZUKI AND TETSUO IINO* 


Molecular Organization of Heat-Labile Enterotoxin Genes Originat- 
ing in Escherichia coli of Human Origin and Construction of 
Heat-Labile Toxoid-Producing Strains. TAaTtsuMO YAMAMOTO,* 
TAKESHI YOKOTA, AND AKIRA KAJI 


Valine-Resistant Escherichia coli K-12 Strains with Mutations i in 
the iivB Operon. ANN SuTTON, THOMAS NEWMAN, MARILYN 
FRANCIS, AND MARTIN FREUNDLICH* 


Duplication of the tuf Gene, Which Encodes Peptide Chain Elonga- 


tion Factor Tu, Is Widespread in Gram-Negative Bacteria. 
Davip FILER AND ANTHONY V. FURANO* 


Defective Specialized sp8 Transducing Bacteriophages of Bacillus 
subtilis That Carry the sup-3 or sup-44 Gene. R. H. Lipsky, R. 
ROSENTHAL, AND S. A. ZAHLER* 


Plasmids and Transposons 


Effect of Nalidixic Acid and Novobiocin on pBR322 Genetic Expres- 
sion in Escherichia coli Minicells. M. CARMEN GOMEz- 
EICHELMANN 


Plasmid RP4 Specifies a Acid in 
Its Conjugal Transfer and Maintenance. Erich LANKA* AND 
PETER T. BARTH 


Molecular Nature of a Plasmid Specifying Beta- 
tion in Haemophilus ducreyi. J. BRUNTON,* P. BENNETT, AND 
J. GRINSTED 


Transformation of Plasmid RSF0885 
Containing a Cloned Segment of Chromosomal Deoxyribonu- 
cleic Acid. JANE K. SETLOW,* NrHAt K. Notani, Davip Mc- 
CARTHY, AND NANCY-LEE CLAYTON 


Transformation of Haemophilus influenzae by Plasmid RSFO885. 
NIHAL K. Nortanl, JANE K. SETLOW,* Davip McCartTuy, AND 
NANCY-LEE CLAYTON 


Plasmid-Determined Immunity of Eecherichia coli K-12 to Colicin 
Ia Is Mediated by a Plasmid-Encoded Membrane Protein. CRAIG 
A. WEAVER, A. HEGER REDBORG, AND J. KONISKY* 


853-860 


869-876 


897-903 


941-949 


973-979 


983-987 


998-1001 


1006-1011 


1012-1015 


745-752 


769-781 


788-795 


804-811 


812-816 


817-828 


| 
845-852 
4 
| 


CONTENTS 


Virulence-Associated Plasmids from Yersinia enterocolitica and 
Yersinia pestis. DANIEL A. PoRTNOY* AND STANLEY FALKOW 


Eucaryotic Cells 


Sexual Agglutination in Saccharomyces cerevisiae. KEVIN TERR- 
ANCE AND PETER N. LIPKE* 


Adenosine 3’,5’-Phosphate Phosphodiesterase and Pheromone Re- 
sponse in the Yeast Saccharomyces cerevisiae. HANs H. Liao 
AND JEREMY THORNER* 


Curing of the Killer Deoxyribonucleic Acid Plasmids of Kluyvero- 
myces lactis. OsamM1 Niwa,* KENJI SAKAGUCHI, AND Norio 
GUNGE 


Membranes 


Interaction with Lectins and Differential Wheat Germ Agglutinin 
Binding of Pyocin 103-Sensitive and -Resistant Neisseria gon- 
orrhoeae. MARK C. CONNELLY,* DANIEL C. STEIN, FRANK E. 
Younc, STEPHEN A. MORSE, AND PETER Z. ALLEN 


Chemotaxis of Spirochaeta aurantia: Involvement of Membrane 
Potential in Chemosensory Signal Transduction. Eric A. GouL- 
BOURNE, JR., AND E. P. GREENBERG* 


High-Molecular-Weight Penicillin-Binding Proteins from Mem- 
branes of Bacilli. Davip J. WaAxMAn, Davip M. LINDGREN, AND 
L. STROMINGER* 


Ethylenediaminetetraacetate-Extractable Protein-Lipopolysaccha- 
ride Complex of Pseudomonas aeruginosa: Characterization of 
Protein Components. RicHarp C. HEpstrom, Rospert K. 
SHOCKLEY, AND RoBErT G. EAGon* 


Physiology and Metabolism 


Proton Translocation Coupled to Trimethylamine N-Oxide Reduc- 
tion in Anaerobically Grown Escherichia coli. Micuiko Tak- 
AGI,* TOMOFUSA TSUCHIYA, AND MAKoTo ISHIMOTO 


Regulation of Coenzyme A Biosynthesis. SUZANNE JACKOWSKI AND 
CHARLES O. Rock* 


Active Transport of Amino Acids in Thiobacillus thioparus. Is a 
Low-Affinity Process. AvisHAY A. STARK* AND SAUL A. 
YANKOFSKY 


Regulation of Amino Acid Transport in Thiobacillus thioparus. 
AvIsHAY A. STARK* AND SAUL A. YANKOFSKY 


Regulation of Glutamate Dehydrogenase in Bacillus subtilis. JAMES 
F. KANE,* JUBRAN WAKIM, AND Ranpy S. FISCHER 


Enzymology 

Partial Purification and Characterization of the Multiple Molecular 
Forms of Staphylococcal Activity (Coagulase). 
CHAEL W. REEVES,* MARGARET C. DRUMMOND, AND MorRIs 
TAGER 


Feedback Inhibition of Nitrogenase. Joyce K. Gorpon, Vinop K. 
SHAH, AND WINSTON J. BRILL* 


Purification and Some Properties of Carbon Monoxide Dehydroge- 
nase from Pseudomonas carboxydohydrogena. Y. M. Kim AND 
G. D. HEGEMAN* 


877-883 


919-925 


796-803 


837-844 


950-955 


762-768 


926-932 


956-965 


966-972 


1002-1005 


861-868 


884-888 


904-911 


. 4° 
988-990 
995-997 
| 
‘ 


CONTENTS 


Inactivation of Cell-Associated Fructosyltransferase in Streptococcus 
salivarius. NIcHOLAS A. JACQUES AND CHARLES L. 
WITTENBERGER* 


Acyl Coenzyme A Carboxylase of 
Detection and Properties. LYNNE A. STIRLING, PaTRiciA M. 


AHMAD, AND FAZAL AHMAD* .... 


Detection of Glutamate Synthase in of | sp. 
Strain 7120. Manyu GuPTA AND NOEL G. CARR* 


Electron Transport System of an Aerobic Carbon Monoxide-Oxidiz- 
ing Bacterium. Y. M. Kim AND G.D. HEGEMAN* ____. 


Erratum 


Genetic and Biochemical Requirements for Chemotaxis to L-Proline 
in Escherichia coli. MAUREEN CLANCY, KAREN A. MADILL, AND 
JANET M. Woop 


912-918 


933-940 


980-982 


991-994 


: 

1016 


| 
‘ 


